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IRIDESCENT VIRUS AND NOSEMA CERANAE
LINKED TO HONEYBEE COLONY COLLAPSE DISORDER (CCD)

A INTRODUCTION

Historically, Colony Collapse Disorder (CCD) has been defined by its signs,
which may vary with time of year and region (1). Whether the etiology of CCD in the United
States is the same as observed in other countries remains unknown. Higes et al. concluded that
in Spain, the microsporidian, Nosema ceranae, causes CCD, and reported that it could be cured
by treatment with a fungicide (2). However, Cox-Foster et al. stated that N. ceranae did not
contribute significantly to CCD in the United States. They observed through meta-genomic
analyses that Israel acute paralysis virus (IAPV) was a significant biomarker of the disorder (3)
and was found in bees imported from Australia. Bee samples from our initial study in 2006-
2007 had high titers of N. ceranae, and some contained an unspecified Iflavirus (4), which later
proved to be IAPV.

These conflicting findings prompted us to broaden our survey of honeybee
colonies by using a Mass Spectrometry based proteomic (MSP) approach to identify either
potential causes or markers of CCD, and if possible, corroborate earlier findings. This MSP
method was developed to allow a rapid survey and identification of peptides and corresponding
proteins from virtually the entire available library of microbial, plant, insect, and vertebrate
pathogens (5).

MSP allows a one-step method for the detecting and analyzing all of the most
quantitatively abundant and structurally diverse macromolecules in the cell, without the need for
amplification, probes, or primers. The greater abundance of cellular proteins and the larger
diversity in the amino acid sequences, i.e., 400 combinations of amino acids, compared
to 16 combinations of four nucleotides for genomics, enhances proteomic discrimination
capabilities in identifying and classifying microorganisms to strain level (5). This provides both
an effective complimentary alternative to gene-based approaches for pathogen screening and
classification (6). Converging genome sequencing, automated acquisition of peptide
fragmentation data by mass spectrometry, and bioinformatics allow peptide sequencing
information to be obtained. Such information can be used to develop characterization strategies
for unrestricted identification and taxonomic classification of microorganisms from the
environment. This approach provides a means for fungi, bacteria, and viruses to be detected and
classified, and for their phylogenic relationships to be determined at the same time and from a
single sample.

2 MATERIALS AND METHODS (7)

The proteomic approach uses an ensemble of bioinformatics tools for rapid
classification and identification of microorganisms. The method is based on the peptide
sequence generated from the Liquid Chromatography-Mass Spectrometry/Mass Spectrometry
(LC-MS/MS) analysis of tryptic digests of microbial protein extracts and on profiling of the




sequenced peptides to create a matrix of sequence-to-microbe assignments. The binary matrix is
populated by the experimental peptide information obtained using SEQUEST®[_J(Thermofisher
Scientific, USA) search alignment algorithm that were processed using diverse visualization and
multivariate statistical techniques for pathogen classification and identification (5,8). This
proteomic approach is an automated process that reveals the match between analyzed peptides
and the constructed proteome database of microorganisms (5). Sample preparation and analysis
methods are detailed in following sections.

2.1 Worker Bee Samples

We obtained samples of adult worker honeybees from western, northeastern, and
southeastern regions of the United States, focusing on commercial migratory beekeeping
businesses that exhibited signs of CCD. In all, six different sample sets were taken. Two were
from migratory beekeeping businesses, with one set of these moving between the East Coast and
the Central Valley of California, and the other set moving between northern-tier states in the
West and northern California. A third set was from packages of imported Australian bees soon
after they were installed in hives on the East Coast. The fourth set of bees was sampled in 2008
from an apiary belonging to a large, 3000-colony, non-migratory beekeeping operation in
northwestern Montana with no history of CCD. The fifth set was sampled from an apiary in
Florida. The last set of samples came from research colonies at The University of Montana,
Missoula. Bees were shaken directly into new, clean, 1 qt Ziploc® or 1 L Whirl-Pac® bags.
The bags were sealed, placed in a cooler with frozen gel pacs, and shipped by overnight express
to the U.S. Army Edgewood Chemical and Biological Center (ECBC). Samples were frozen and
stored in a -80 °C freezer until analyzed.

We discovered CCD in its early stages in our research colonies. We placed the
combs, remaining queen, and bees from one collapsing colony into a five-frame, glass
observation hive. This colony recovered rapidly, but in 2 months, began to collapse again. This
allowed a unique opportunity to observe the progression of the syndrome, and to collect a series
of samples as CCD progressed.

From each commercial apiary, we sampled one or more sets of bee colonies at
different apiary locations. We scored each colony according to number of frames of bees and
frames of brood. We then collected samples of bees from the strong (i.e., largest adult bee
population), failing (reduced adult bee population with a disproportionate, excessive amount of
brood for the adult population size), and collapsed colonies (queen and a small, half-frame
retinue of young bees) within each apiary.

The collapsing research colony in the observation hive was sampled 16 times over
a 3 month period when only a queen and four workers remained. We also collected forager
flight activity records from a digital counter mounted on the observation colony. That data
provided supplementary data for the number of foraging flights made and the number of foragers
that returned each day.



2.2 Processing Protocols for Biological Samples

Bee samples were homogenized in 100 mM of ammonium acetate buffer using a
tissue homogenizer (Waring or Kontes). The supernatant was filtered to remove large
particulates, followed by ultrafiltration at 300 kDa. All filtered bee samples were lysed using an
ultra-sonication probe at settings of 20 s pulse-ON, 5 s pulse-OFF, and 25% amplitude for 5 min.
To verify cells were appropriately disrupted, a small portion of lysates was reserved for 1-D gel
analysis. The lysates were centrifuged at 14,100g for 30 min to remove all ccllular debris.
Supernatant was then added to a Microcon YM-3 filter unit (Millipore, USA) and centrifuged at
14,100g for 30 min. Effluent was discarded, and the filtrate was denatured by adding 8 M urea
and 3 mg/mL Dithiothreitol (DTT) and incubated for 2 h in an orbital shaker set to 50 °C and
60 rppm. A 10 pL volume of 100% acetonitrile (ACN) was added to tubes and allowed to sit at
room temperature for 5 min. Tubes were washed using 100 mM ammonium bicarbonate (ABC)
solution and then spun down at 14,100g for 30-40 min. The isolated proteins were then digested
with 5 mL trypsin (Promega, USA) in 240 mL of ABC solution + 5 mL ACN. Digestion was
performed overnight at 37 °C in an orbital shaker set to 60 rpm. Sixty microliters of
5% ACN/0.5% formic acid (FA) was added to each filter and vortex mixed lightly for 10 min.
Tubes were centrifuged at 14,100g for 20-30 min. An additional 60 mL of 5% ACN/0.5% FA
mixture was added to filter and spun. Effluent was then analyzed using the LC-MS/MS
technique.

2.3 Protein Database and Database Search Engine

A protein database was constructed in a FASTA format using the annotated
bacterial and viral proteome sequences derived from all fully sequenced chromosomes of
bacteria and viruses, including their sequenced plasmids (as of September 2008). A PERL
program (http://www.activestate.com/Products/ActivePcrl) was written to download thesc
sequences automatically from the National Institutes of Health National Center for
Biotechnology (NCBI) site (http://www.ncbi.nlm.nih.gov). Each database protein sequence was
supplemented with information about a source organism and a genomic position of the respective
open reading frame (ORF) embedded into a header line. The database of bacterial proteomes
was constructed by translating putative protein-coding genes and consists of tens of millions of
amino acid sequences of potential tryptic peptides obtained by the in silico digestion of all
proteins (assuming up to two missed cleavages). The protein database is listed in Appendix A.

The experimental MS/MS spectral data of bacterial peptides were searched using
the SEQUEST® (Thermofisher Scientific, USA) algorithm against a constructed proteome
database of microorganisms. SEQUEST thresholds for searching the product ion mass spectra of
peptides were Xcorr, deltaCn, Sp, RSp, and deltaMpep. These parameters provided a uniform
matching score of all candidate peptides. The generated outfiles of these candidate peptides
were then validated using peptide prophet algorithm.

Peptide sequences with a probability score of 95% and higher are retained in the
dataset and used to generate a binary matrix of sequence-to-bacterium assignments. The binary
matrix assignment is populated by matching the peptides with corresponding proteins in the



database and assigned a score of O(no-match) or I(match). The column in the binary matrix
represents proteome of a given virus, and each row represents a tryptic peptide sequence from
the LC-MS/MS analysis. Bee samples were identified with the virus/bacterium/fungi proteome
based on the number of unique peptides that remained after removal of degenerate peptides from
the binary matrix.

Proteomics identified peptides described from nine species of Nosema: N. apis,
N. bombycis, N. locustae (also known as Antonospora locustae), N. tricoplusiae, N. BZ-2006B,
N. BZ-2006d, N. granulosis, N. empoascae, N. putellae, and a tenth un-named Nosema. Total
peptide counts for each species were entered into a hierarchical cluster analysis using average
Chi-Squared distance between pathogen species. The analysis produced two major categories:
Group 1, which contained N. apis, N. bombycis, and N. locustae; and Group 2, which contained
all of the remaining species.

24 Data Mining and Statistical Methods

We performed forward, stepwise discriminant analysis on square-root
transformed pathogen counts. Four colony groups were discriminated: strong, failing, collapsed,
and the Montana outgroup. Selection method for variable entry was largest Wilks’ lambda, and
a priori equal probability of group membership was assumed. The analysis was completed after
two steps that incorporated IIV-6 and deformed wing virus (DWYV) as significant discriminating
variables (Final Wilks' lambda = 0.679; F = 2.881; dfl =2, 54, P = 0.031). For the analysis,
counts were calculated by weighting each pathogen occurrence by the total number of its
detected peptides. Our use of peptide counts as a weighting factor stems from the observation
that as total pathogen titer in a sample increases, the number of different peptides that can be
identified by proteomics increases in a predictable manner. Thus, the number of peptides
observed for each pathogen serves as a relative measure of its abundance in the sample.

Sk RESULTS

MSP analyses produced results of more than 3,000 identifiable peptides,
representing more than 900 different species of invertebrate microbes. Because known bacterial
infections of honeybees are well described, with visible signs that differ from CCD, we were
able to focus our search to other microbes, including viruses, fungi, and microsporidia in the
genus Nosema. This capability enabled us to discover and describe the relationship among the
microorganisms present in the bees.

We identified peptides from nine of the approximately 20 known honeybee
viruses in the strong, failing, and collapsed colonies that we surveyed. Six were identified in the
collapsing observation hive (Table 1). The isolated, non-migratory Montana colonies that we
included as an out-group were unique, being nearly virus free with a single colony having a low
concentration of the Sacbrood virus (SBV).

Recently described (9) Varroa destructor virus 1 (VDV-1) occurred in two
colonies. Peptides of Kakugo virus (10, 11), which has not previously been reported in North
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American bees, were detected in two colonies from a single West Coast location. IAPV did not
occur frequently, and was distributed equally among strong and failing colonies. It was more
prevalent in colonies originating from the East Coast and Australia.

The most prevalent viral peptides we detected were identified with Invertebrate
iridescent virus 6 (ITV-6), with some classified as Invertebrate iridescent virus 3 (ITV-3), both of
which are large double-stranded DNA viruses of the /ridoviridae family. We detected 139
unique peptides in our west- and east-coast data that were attributed to ITV-6 with high
confidence (>0.99). No other iridescent virus was detected. Later samples also indicated 11V-6
and the dominant iridescent virus in collapsing colonies (88% of iridescent peptides).

The ITV pathogen appeared with 100% frequency and with higher peptide counts
in failing and collapsed colonies. IV also occurred in nearly 75% of strong colonies although,
with lower concentrations, and with low or absent Nosema peptides. Numerous peptides for
Nosema were detected in collapsed and failing colonies. Ten species of Nosema were
represented; but, because of high cross correlations among the different peptides within the
genus, we elected to aggregate them based on cluster analysis into two distinct groupings as
previously stated.

Using those groupings, we observed that one group of Nosema peptides paralleled
the pattern of occurrence for IV virus (r=0.90, n =31, P <0.001) and was present at high
frequency in failing and collapsed colonies (Table 1). Other suggestive correlations in other
microbes included the occurrence of Black queen cell virus (BQCV) and IIV virus (r=0.71,

P <0.001), and concordantly the same Nosema group (r = 0.73, P <0.001). The complete raw
data analyses are listed by sample in Appendix B

Count-weighted occurrence data werc subjected to stepwise discriminant function
analysis to assess whether strong, failing, or collapsed colonies could be differentiated by
specific patterns of pathogen occurrence. The isolated Montana apiary was used as a distinct,
non-CCD, out-group for this analysis.

Discriminant analysis indicated that only two pathogens, IIV-like virus and DWV,
were necessary for significant discrimination among different colony groups (Table 2). The
leading function contrasted higher incidence of IIV virus in failing colonies with higher
incidence of DWV in the remaining groups (Figure 1). As expected, the out-group was most
distinct and significantly different from all but the strong condition colonies (Pout - strong =
0.06; Pout - failing < 0.001; Pout - collapsed = 0.04). Nosema was not a significant predictor of
colony condition; but, Nosema group 1 was highly correlated with IIV virus (r=0.901, P <
0.001), and so was not included in the final discriminant functions because of its co-correlation
with the IIV virus.

As a final step to assess the validity of the discriminant model, we generated
classification functions for each colony health category then reclassified each colony as either
out-group, strong, failing, or collapsed - independent of its original designation. The resulting
probabilities mirrored the discriminant function analysis. The out-group was perfectly classified
as not exhibiting CCD.
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For the research colony, as CCD progressed, colony flight activity was recorded
and exhibited several peaks and crashes until it declined by approximate geometric decay to
extinction (Figure 2). Of the six RNA bee viruses most frequently identified by proteomics,
most occurred in only one or a few samples, with little correlation to the progression of collapse
(Table 3). However, iridoviruses occurred through most of the collapse and were significantly
negatively correlated with population trajectory (r = -0.57, P = 0.02). No other correlations were
made with the collapse of this research colony.

4. DISCUSSION

Invertebrate iridescent viruses (II'Vs) are icosahedral, double-stranded DNA
viruses. Of the many isolates reported from insects, only two, IIV-3 and 1IV-6 (12-14), have
been subjected to complete genome sequencing (24) and have been partially characterized (12).
IIVs are numbered according to date of isolation (15). These viruses produce opalescent colors
in the organs of heavily infested hosts, particularly in insects in either damp or aquatic habitats,
and have been shown to alter growth, longevity, and reproduction, and to induce cell apoptosis
(12, 16-18). In silkworms, IIV-1 can induce epidermal tumors (19).

Patent IIV infections are almost invariably lethal but covert infections may be
common (12). Unapparent infections may not be lethal, but may induce sub-lethal effects on the
reproduction and longevity of covertly infected hosts (16). 1IV-3 is thought to be restricted to a
single host species, the mosquito (12, 14), although we found peptides close to those of ITV-3 in
bees from the observation hive. Other IIVs, like I1V-6, naturally infect various species of
Lepidotera and Orthopotera in laboratory colonies. There is good evidence that Hymenopteran
endoparasitoids can become infected if they develop in an infected caterpillar (20). 1IV-24,
originally isolated from the Asiatic honeybee 4pis cerana, is known to affect bee colonies
severely, causing inactivity, crawling, and clustering disease (21-23).

Our discriminant analysis and classification functions showed that failing colonies
were significantly different from strong and from collapsed colonies based on prevalence of 11V
peptides (Table 1, Figure 1). In commercial bee operations with CCD and in the research
colony, the bees exhibited II'V-like virus in high abundance, strengthening the conclusion that in
failing colonies, an ITV-like pathogen is indicative of CCD. Whether the IIV peptides we
detected in CCD colonies are truly indicative of 1IV-6, IIV-3, or are from some unreported IIV is
unknown and is the subject of ongoing research.

In addition to IIVs, MS-based proteomics identified peptides of two heretofore
unreported RNA bee viruses in U.S. honeybees, VDV-1 (9) and Kakugo virus, although
frequency of detection was relatively rare. Peptides from nine bee RNA viruses were found; but,
other than the presence 1IV-like DNA, only the co-occurring absence of deformed wing virus,
another RNA virus, was significant with respect to CCD.

In India, an iridescent virus, (ITV-24) was associated with severe bee mortality,
and the transmission of the virus was suspected to occur via eggs, feces, or gland secretions in
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food, and by one or more species of mites that may act as vectors (21-23). They also associated
and correlated the I1V-24 with a co-infective Nosema and tracheal mites in sick colonies of Apis
cerana. Iridescent viruses have also been implicated in severe bee losses in the U.S. (25) and
Spain (26).

The high correlation of Nosema and the IIV virus that we observed in CCD
colonies also suggests that these two pathogens may act as co-infective agents linked to CCD.
That strong and collapsed colonies were more similar to each other and different from failing
colonies seems to indicate that the IIV/Nosema infection is active in failing colonies. This
observation suggests that mortality can be controlled if thc IIV/Nosema relationship is disrupted
by treating for either the IIV or the Nosema infections.

Apis iridescent virus was also isolated from sick adult specimens of Apis cerana
and found to multiply in Apis mellifera, forming cytoplasmic iridescent crystalline aggregates in
the fat body, hypopharyngeal glands, the gut wall, and proximal ends of the Malpighian tubules

Q1.

One or more species of external mites werc suspected of being carriers of the [TV
in Indian bees (22), as was also the case in the United States, with Varroa acting as the vector
(25). The need for a better knowledge of the ecology of iridescent virus has been emphasized in
order that preventive measures could be taken to not only offset damage to Apis cerana but also
to reduce the chance that Apis mellifera could become infected by this pathogen (22).

These historical findings of IIV, mites, and Nosema spp. are intriguing since
researchers studying Nosema ceranae and CCD in Spain saw iridescent virus particles when
looking at bee samples under an electron microscope (26). U.S. investigators studying CCD
observed structures in thoraxes of bees described as ‘peculiar white nodules’, resembling tumors,
that contained crystalline arrays (27), similar to those described for II'V infections. In addition,
the IIV-6 genome encodes for one or more polypeptides that can produce insect mortality by
inducing apoptosis without the need for viral replication (28).

o)l CONCLUSIONS

Mass Spectrometry based proteomics provided an unrestricted and unbiased
approach for surveying pathogens and detectcd a DNA virus and two RNA viruses that had not
been previously reported. The correlation of Invertebrate iridescent viruses (IIVs) with Colony
Collapse Disorder (CCD) probably went unnoticed because these are large DNA viruses, not the
small RNA viruses commonly considered to be the cause of most bee diseases. Genomic studies
focused on RNA viruses would have missed a DNA virus.

The correlation between IIV and Nosema ceranae (N. ceranae) implies that one
follows the other. Co-infection with ITV might explain why N. ceranae sometimes seems to
contribute to severe colony losses, and sometimes not, as reported by researchers and beckeepers
3-4).




Regardless of whether the prevalence of IIV is a marker, a cause, or simply a
consequence of CCD, it provides a good fit with what is known about the disorder. Virtually all
of the bees from CCD colonies contained IIVs; whereas, IIV was present neither in bees
imported from Australia nor in bees from the non-migratory, commercial bee operation in
Montana. Neither the Australians (28) nor the Montana beekeepers have ever reported seeing
CCD. Because covert infections are typical of IIVs (12, 16), detection of IV in strong colonies
and in the remnant young bee populations of collapsed colonies is to be expected. Large
amounts of IIV in failing colonies is consistent with an infection that proliferates in bees to a
state that is lethal but not necessarily to a degree where it is evident in the iridescence of infected
bee tissues. IIV in the presence of N. ceranae could conceivably be a lethal combination.

Approximately 30 years ago, other investigators concluded that the iridescent
virus was the likely cause of widespread and severe losses of 25-40% of honeybee colonies in
India (21-23), and that the iridescent virus was often correlated with Nosema and mites (23).
Thirteen years ago, iridescent virus, with Yarroa mites acting as a virus activator, was implicated
in unusually high losses of bees in the northeastern United States (25). Yet, until MS-based
proteomic methods revealed the presence of IIVs in CCD colonies in the United States, these
cases and warnings were mostly forgotten.

Finally, the suspected source of Nosema ceranae is the Asian bee Apis cerana
(29). This bee is also known to be infected by Thai SBV and the Kashmir bee viruses, which
was first detected as a contaminant in a sample of iridescent virus from India, as well as an Apis
iridescent virus. This suggests that perhaps not only the microsporidium N. ceranae, but other
pathogens as well may have jumped from Apis cerana to Apis mellifera, as predicted by Bailey
and Ball in 1978 (22).

Our research aimed to identify potential causes or markers of CCD and to see if
we could corroborate any of the conflicting findings from prior studies. We found that CCD is
marked by the presence of an IV virus that was positively correlated with Nosema. These
results provide credibility to disparate findings of older, often overlooked work by other
investigators, who have associated IIV with bees, mites, Nosema spp., and bee losses. We have
established that the ITV/Nosema relationship is the critical association in honeybee mortality and
may indicate a solution. It is clear that one solution to improved honeybee health is to disrupt
the IIV/Nosema relationship.
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Table 1. Frequency of occurrence of viral pathogens and Nosema in colonies

sampled in 2006, 2007, and 2008

East Coast — West Coast Colonies, 2006

Observation Colony,

Florida Colonies, 2008

2007
Collapsed Failing Strong Subsamples n=9
n=8 n=10 n=13 n=18
Pathogen | Frequency | Mean Frequency | Mean Frequency | Mean Frequency | Mean Frequency | Mean
Peptides Peptides Peptides Peptides Peptides
(s.d.) (s.d.) (s.d.) (s.d.) (s.d.)
ABPV 2 0.3(046) | 5 1.5(2.07) | § 09(1.28) | 13 1.3(1.28) | 7 11.6
(12.4)
BQCV 04(0.74) | 6 1.4(1.8) 3 0.8(1.54) | 4 03(0.57) | 7 1.9(1.5)
DWV 3 0.8(1.4) 1 0.2 (0.6) 6 0.6 (0.8) 4 0.6(1.38) | 7 159
(20.1)
11V-6 8 20.9 10 38.0 9 15.6 18 16.1 9 57.6
(28.2) (39.6) (22.4) (12.74) (23.6)
IAPV 1 03(07) |4 1423) |5 08(1.3) [ 11 0.9(0.96) | 5 2.4 (2.8)
KV 0 0 (0) 0 0(0) 3 0.3 (.08) 3 0.2(0.55) | 2 0.3 (.04)
KBV 3 0.2(3.2) 6 1.9(2.1) 9 1.0(0.9) 1 1.0(1.28) | 6 3.6(5.0)
Y 2 09(1.6) | 4 09(1.4) |6 1223) | 11 1.3(1.36) | 6 3.8(7.0)
VDV-1 0 0 (0) 1 02(0.6) |1 0.2(0.6) | 4 04(1.04) | § 1.3(1.6)
Nosema 5 6.4(9.1) 9 11.4(9.6) | 7 52(1.1 18 87(5.74) | 9 352
group 1 (15.3)
Nosema 3 0.8(1.4) 3 0.7 (1.3) 3 0.2 (04) 11 1.06(097) | © 0(0)
group 2

ABPV - Acute Bee Paralysis Virus
KBV - Kashmir Bee Virus




Table 2. Summary of discriminant function analysis for pathogen differences among
honeybee colonies grouped by CCD status.

a. Cumulative variance, significance, and coefficients for derived
discriminant functions.

b. Pooled within-groups correlations between discriminating variables and
standardized canonical discriminant functions. Variables are ordered
by absolute size of correlation within function.

Standardized Function

(a.) Coefficients
Canonical
Function | Eigenvalue | Var. % | Cum. % | Correlation |Chi-square| df P 1IV-6 DFW
1 0.68 80.6 80.6 0.64 22.8 6 |0.001 1.17 -0.65
2 0.16 19.4 100.0 0.38 5.2 2 [0.076 0.05 0.98
(b.) Structure Matrix
Function
Pathogen 1 2
IV=6 0.83' 0.55
Nosema group 1 0.68° 0.60
Nosema group 2 0.60° 0.34
BQCV 0.59" 0.53
ABPV 0.51° 0.09
IAPV -0.13° -0.02
DWV -0.04 0.99"
SV 0.15 0.60°
KBV 0.40 0.49°

*indicates largest absolute correlation between each variable and
any discriminant function
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Table 3. Correlations among viruses and population decline of a research
colony of bees in an observation hive during collapse that occurred
between July and September 2007.

lri(.icscent
Viruses
taken

ABPV BQCV Iv-3 Iv-6 KBV SV together IAPV

Bee Flights r| -019 -0.21 -0.47 -0.50 -0.24 0.22 -0.57 0.28
7M2-91 P| 049 0.44 0.07 0.05 0.37 0.42 0.02 0.30
ABPV r -0.28 0.22 0.74 -0.16 0.23 0.73 -0.16
P 0.29 0.42 0.001 0.55 0.38 | 0.002 0.55

BQCV r 0.09 -0.18 012 | -022 | -0.14 -0.12
P 0.73 0.52 0.67 0.42 0.61 0.67

1v-3 r 0.25 0.16 0.03 0.47 0.16
P 0.36 0.55 0.90 0.07 0.55
1v-6 r 0.19 0.13 0.97 -0.28
P 0.49 0.62 | 0.000 0.30
KBV r -0.12 0.21 -0.07
P 0.65 0.43 0.81

Y r 0.13 0,12
P 0.63 0.65

Iridescent viruses |7 -0.21
P 0.43
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Figure 1. Discriminant Function Analysis for differences in pathogen peptide counts
among strong, failing, and collapsed honeybee colonies. Function 1
explains 81% of discriminating variance and contrasts higher incidence
of ITV-like virus, Nosema, and to a lesser extent BQCYV in failing colonies
with higher incidence of DWV and some IAPV in the remaining groups.
Vertical and horizontal lines mark the non-CCD out-group as a reference set.

18




Peptide Counts

30

25

20

15

Figure 2.

EmER [ridovirus Peptides
I Nosema Peptides

Forager Flights

=~

Aug-07

Date

Aug!-27

20.0x10°

15.0x10®

10.0x103

5.0x10°

Decline in forager flights in conjunction with increasing counts
of Iridovirus peptides detected in worker honeybee samples collected
on successive dates in 2007. All samples were from a single observation

hive at the University of Montana - Missoula. Forager flights were

Forager Flights

tabulated by an automated honeybee counter mounted at the entrance
to the observation hive. Peptide counts are the summed counts for all

unique /ridovirus peptides in each sample.

19




Blank

20



LITERATURE CITED

i Debnam, S. et al. Bee Culture 2008, 137, 30.

2. Higes, M. et al. Environ. Microbiol. 2009, Rep. 1, 110.

3 Cox-Foster, D. L. et al. Science 2007, 318, 283.

4. Scientists Identify Pathogens That May Be Causing Global Honeybee Deaths,

(2007) http://www.ecbec.army.mil/pr/download/042507 honey_bee_pathogens.pdf (accessed
May 2010).

S Dworzanski, J. P. et al. J. Proteome Res. 2006, 5, 76.
6. Aebersold, R., Mann, M. Nature 2003, 13, 198.
e Jabbour, R. et al. Biological Agent Classification and Identification using Mass

Spectrometry-Based Bioinformatics Proteomics Approach; In 2007 Scientific Conference on
Chemical Biological Defense Research, U.S. Army Edgewood Chemical Biological Center:
Aberdeen Proving Ground, MD, 2007.

8. Keller, A. et al. Anal. Chem. 2002, 74, 5383.
o Scientists Discover New Virus Invading US Honeybees. U.S. Army Edgewood

Chemical Biological Center Public Affairs Office, PR. (2008).
http://www.ecbc.army.mil/pr/download/VDV-1_Discovery.pdf (accessed May 2010).

10. Fujiyuki, T. et al. J. Virol. 2006, 80, 11528.

11. Terio, V. et al. New Microbiol. 2008, 31, 439.

12. Williams, T. Neotrop. Entomol. 2008, 37, 615.

k3. Jakob, N. J. et al. Virol. 2001, 286, 182.

14. Delhon, G. et al. J. Virol. 2006, 80, 8439,

15. Tinsley, T. W., Kelly, D. C. J. Invertebr. Pathol. 1970, 16, 470.
16. Marina, C. F. et al. Oecologia 1999, 119, 383.

17. Paul, E. R. et al. Arch. Virol. 2007, 152, 1353.

18. Marina, C. F. et al. Entomol. Exp. Appl. 2003, 109, 155.

21



19.

20.

21.

22.

25

24.

2.

26.

Hukuhara, T. J. Insect Pathol. 1964, 6, 246.

Lopez, M. et al. J. Invertebr. Pathol. 2002, 80, 160.

Bailey, L. etal. J. Gen. Virol. 1976, 31, 459.

Bailey, L., Ball, B. V. J. Invertebr. Pathol. 1978, 31, 368.
Verma, S. K. P. S. Phogat, Indian Bee J. 1982, 44, 36.
Moore, N. F., Kelly, D. C. J. Invertebr. Pathol. 1980, 36, 415.
Camazine, S., Liu, T. P. J. Invertebr. Pathol. 1998, 71, 177.

Higes, M. Laboratory Analysis of Honey Bees from Guadalajara, Spain,

Documented Presence of Iridescent Virus. (Analisis Informativo, Centro Apicola Regional,
Servicio de Investigacion Agraria, 2000.

27

Colony Collapse Disorder Preliminary Report (in English). Mid-Atlantic

Apiculture Research and Extension Consortium (MAAREC) - CCD Working Group. 2006-01-
05. p 22. http://maarec.cas.psu.edu/pressReleases/FallDwindleUpdate0107.pdf. Retrieved 2007-
04-24 (accessed May 2010).

28.

29.

Anderson, D., East, I.J. Letters to the Editor. Science 2008, 319, 724.

Fries, I. etal. Eur. J. Protistol. 1996, 32, 356.

22



APPENDIX A

VIRUS FASTA DATABASE

>ABPV|146265577|gbJABQ16543. 1] nonstructural protein |Acute bee paralysis virus|
>ABPV{J1068354|gb|ABE04079. 1| polyprotein |Acute bee paratysis virus]
>ABPV|10314011|ref|NP_066242.1| capsid protein [acute bee paralysis virus]
>ABPV|10314010|ref|[NP_066241.1| replicase polyprotein |acute bee paralysis virus]
>ABPV|54306434|gb|AAV33404. 1) capsid protein [Acute bee paralysis virus]
>ABPV|51831798|gb|AAU10100.1] nonstructural protein [Acute bee paralysis virus]
>ABPV|19068046]gbJAAL05919. 1| capsid polyprotein |Acute bee paralysis virus|
>ABPV|33413848|gb|AAO43637.1| structural protein |Acute bee paralysis virus]

>ABPV|29469889|gbJAAO74623.1| capsid protein

Acute bee paralysis virus]

>ABPV|29469886|gbJAAO74622.1| capsid protein

Acute bee paralysis virus]

>ABPV|14276319|gbJAAKS8199.1| structural protein

acute bee paralysis virus]

>ABPV|14276317|gbJAAK58198. 1] structural protein

acute bee paralysis virus]

>ABPV|14276315|gbJAAK58197.1| structural protein

acute bee paralysis virus]

>ABPV|14276313|gbJAAK58196.1] structural protein

[acute bee paralysis virus]

>ABPV|14276311]gbJAAK58195. 1] structural protein

acute bee paratysis virus]

>ABPV|14276307|gb|AAK58194. 1| structural protein
>ABPV|14276305|gb|AAK58193. 1| structural protein
>ABPV|14276303|gb|AAKS58192. 1] structural protein
>ABPV|14276301|gbJAAK58191.1] structural protein
>ABPV|14276283|gb|AAK58182. 1| structural protein
>ABPV|19068070igbJAAL05931. 1| capsid protein
>ABPV|19068068|9bJAAL05930.1{ capsid protein
>ABPV|19068066|gbJAAL05929.1| capsid protein
>ABPV|19068064|gbJAAL05928. 1| capsid protein |acute bee paralysis virus
>ABPV|19068062|gbJAAL05927.1| capsid protein |acute bee paralysis virus
>ABPV|19068060|gbJAAL05926. 1| capsid protein [acute bee paralysis virus;
>ABPV|19068058|gbJAAL05925.1| capsid protein [acute bee paralysis virus,
>ABPV[19068056|gbJAAL05924 1| capsid protein [acute bee paralysis virus]
>ABPV|19068054|gbJAAL05923.1| capsid protein |acute bee paralysis virus|
>ABPV|19068052|gb|AAL05922.1| capsid protein |acute bee paralysis virus|
>ABPV}{19068050|9bJAAL05921.1[ capsid protein [acute bee paralysis virus]

>ABPV}{1906804 8|gbJAAL05920. 1 capsid protein [acute bee paralysis virus|
>ABPV|18476486|gbJAAL23698.1| capsid protein [acute bee paralysis virus]
>ABPV|13194762|gbJAAK 15543. 1| capsid protein [acute bee paralysis virus]
>ABPV|4927772|gb|AAD33287 1| structural protein |acute bee paralysis virus]
>ABPV|4104673|gbJAAD02102.1| RNA polymerase [acute paralysis virus]
>BQCV|91068356|gbJABE04080.1| polyprotein |Black queen cell virus]
>BQCV|86372203|gbjABC95162. 1| structural polyprotein [Biack queen cell virus]
>BQCV|20451023|ref|NP_620565. 1| structural polyprotein |Black queen cell virus]
>BQCV|20451022jref|NP_620564.1) nonstructural polyprotein |Black queen cell virus]
>BQCV|51831788|gbJAAU10095.1| nonstructural protein |Black queen cell virus]
>BQCV|51831786|gbJAAU10094. 1| nonstructural protein [Black queen cell virus]
>BQCV|[48527188|gbJAATA5734 1| structural polyprotein [Black queen cell virus]
>BQCV|33413910|gbJAAP58354. 1] RNA-dependant RNA polymerase RdRp [Black queen cell virus|
>BQCV|21745453|gbJAAM77396.1|AF521640_1 structural polyprotein [black queen cell virus]
>BQCV|4680609|gbJAAD27696.1[ helicase domain C |black queen cell virus]
>DWV[121756007|gbJABM64852. 1| polyprotein [Deformed wing virus]
>DWV|121756005|gb]JABM64851.1| polyprotein [Deformed wing virus]
>DWV|121756003|gb|ABM64850. 1| polyprotein [Deformed wing virus]
>DWV|121756001{gb|ABM64849. 1| polyprotein |Deformed wing virus]
>DWV|121755999|gbJABM64848.1| polyprotein [Deformed wing virus]
>DWV|121755997|gb|ABM64847.1| polyprotein |Deformed wing virus]
>DWV[121755995|gb|ABM64846.1| polyprotein [Deformed wing virus]
>DWV[121755993jgb|ABM64845.1| polyprotein [Deformed wing virus]
>DWV[121755991|gb|ABM64844. 1| polyprotein [Deformed wing virus]
>DWV[121755989|gb|ABM64843. 1| polyprotein |Deformed wing virus]
>DWV|121755987|gbJABM64842.1| polyprotein | Deformed wing virus]
>DWV|121755985|gbJABM64841.1] polyprotein | Deformed wing virus]
>DWV|121755983|gbJABM64840.1| potyprotein [Deformed wing virus]
>DWV|121755981|gb|ABM64839. 1| polyprotein |Deformed wing virus]
>DWV[121755979|gbJABM64838. 1| polyprotein [Deformed wing virus]
>DWV|121755977|gbJABM64837.1| polyprotein [Deformed wing virus]
>DWV|121755975|gbJABM64836.1| polyprotein [Deformed wing virus]
>DWV|121755973|gbJABM64835. 1| polyprotein [Deformed wing virus]
>DWV([121755971|gbJABM64834.1| polyprotein | Deformed wing virus]
>DWV[121755969|gbJABM64833. 1| polyprotein | Deformed wing virus]
>DWV[121755967|gbJABM64832. 1| polyprotein |Deformed wing virus]
>DWV|121755965|gbJABM64831. 1| polyprotein [Deformed wing virus]

acute bee paratysis virus]
acute bee paratysis virus]
acute bee paralysis virus]
acute bee paralysis virus]
acute bee paralysis virus]
acute bee paralysis virus]

acute bee paralysis virus]

acute bee paralysis virus|

A-1




>DWV|121755963]gb

|JABM64830.1| potyprotein [Deformed wing virus]

>DWV|121755961(gb|

ABM64829.1| potyprotein [Deformed wing virus)

>DWV[121755959|gb

ABM64828.1| potyprotein [Deformed wing virus)

>DWV|121755957|gb

ABM64827.1| polyprotein [Deformed wing virus)

>DWV|121755955|gb]JABM64826.1| polyprotein {Deformed wing virus)

>DWV|121755953|gb]JABM64825.1| polyprotein {Deformed wing virus)

>DWV|121755951|gb|ABM64824. 1| polyprotein [Deformed wing virus)

>DWV|121755949|gb]ABM64823.1| polyprotein (Deformed wing virus)

>DWV|121755947|gb|ABM64822. 1| polyprotein [Deformed wing virus

>DWV|121755945|gb|ABM64821.1( polyprotein [Deformed wing virus,

>DWV|121755943|gbJABM64820. 1| polyprotein

Deformed wing virus.

>DWV|121755941/gb|ABM64819 1| polyprotein

Deformed wing virus.

>DWV|121755940|gbJABM64818.1| polyprotein

Deformed wing virus

>DWV|121755939|gbJABM64817.1| polyprotein

Deformed wing virus)

>DWV|121755938|gbiABM64816.1| polyprotein [Deformed wing virus)

>DWV|121755937|gbjABM64815.1| polyprotein [Deformed wing virus)

>DWV|78214931|gb

ABB36639.1| polyprotein {Deformed wing virus|

>DWV[78214929|gb|

ABB36638.1| polyprotein [Deformed wing virus|

>DWV|78214927)gb

ABB36637.1| polyprotein (Deformed wing virus]

>DWV|78214925|gbJABB36636. 1| potyprotein [Deformed wing virus)

>DWV|78214923|gbJABB36635. 1| polyprotein [Deformed wing virus)

>DWV|78214921|gb|ABB36634.1| potyprotein

Deformed wing virus|

>DWV|78214919]gbJABB36633. 1] polyprotein

Deformed wing virus|

>DWV|782 14917|gbJABB36632. 1| polyprotein

Deformed wing virus

>DWV|78214915|gb|ABB36631. 1

potyprotein [Deformed wing virus)

>DWV|78214913|gb|ABB36630.1

polyprotein [Deformed wing virus)

>DWV|78214911|gb|ABB36629.1

polyprotein [Deformed wing virus]

>DWV|78214909]gb|ABB36628.1

polyprotein [Deformed wing virus

>DWV|78214907|gb|ABB36627.1

polyprotein [Deformed wing virus

>DWV|78214905|gb|ABB36626.1| polyprotein

Deformed wing virus]

>DWV|78214903|gb]ABB36625.1| polyprotein

Deformed wing virus|

>DWV|78214901|gb|ABB36624. 1| polyprotein

Deformed wing virus

>DWV|78214899]gb)ABB36623. 1| polyprotein

Deformed wing virus

>DWV|78214897|gbJABB36622. 1| potyprotein

Deformed wing virus

>DWV|78214895|gb]ABB36621.1| potyprotein

Deformed wing virus]

>DWV|78214893)gbjABB36620. 1] polyprotein

Deformed wing virus]

>DWV|78214891)gb|ABB36619. 1] potyprotein

Deformed wing virus)

>DWV|78214889)gbjABB36618. 1] potyprotein

Deformed wing virus)

>DWV|78214887|gb|ABB36617.1| polyprotein

Deformed wing virus)

>DWV|78214885|gb]ABB36616.1| polyprotein

Deformed wing virus

>DWV|78214883|gb]ABB36615.1| polyprotein

Deformed wing virus|

>DWV|78214881]gbjABB36614. 1] polyprotein

Deformed wing virus

>DWV|78214879|gb|ABB36613.1| polyprotein

Deformed wing virus|

>DWV|78214877|gb|ABB36612.1| polyprotein

Deformed wing virus]

>DWV|[78214875|gb|ABB36611.1] polyprotein

Deformed wing virus)

>DWV(78214873|gb]ABB36610.1| polyprotein

Deformed wing virus)

>DWV|78214871|gb]ABB36609. 1| polyprotein

Deformed wing virus)

>DWV|78214869|gb|ABB36608. 1| polyprotein

Deformed wing virus|

>DWV|78214867|gb|ABB36607.1| potyprotein

Deformed wing virus|

>DWV|78214865|gb|ABB36606.1| polyprotein

Deformed wing virus

>DWV|146265581|gbJABQ16545. 1| polyprotein [Deformed wing virus)

>DWV|129279046|gbjJAB0O28930. 1| polyprotein [Deformed wing virus)

>DWV|91068308]gbJABE04056.1| polyprotein [Deformed wing virus

>DWV|91068306]gb|ABE04055.1| polyprotein [Deformed wing virus|

>DWV|91068304|gbJABE 04054 .1| polyprotein [Deformed wing virus

>DWV|91068302|gbJABE04053.1| polyprotein [Deformed wing virus

>DWV|91068300|gbJABE 04052.1| polyprotein [Deformed wing virus]

>DWV/|31068298|gb|ABE 04051.1] polyprotein

Deformed wing virus)

>DWV|91068296|gb|ABE 04050.1| polyprotein

Deformed wing virus]

>DWV|91068294|gb|ABE 04049. 1| polyprotein

Deformed wing virus]

gb

>DWV|91068292|gb]ABE04048.1

polyprotein [Deformed wing virus

>DWV|91068290|gbjABE04047 .1

0
gb|

polyprotein [Deformed wing virus

>DWV|91068288|gbjABED4046.1

polyprotein [Deformed wing virus

>DWV|91068286|gbjABE04045. 1| polyprotein [Deformed wing virus]

>DWV|91068284|gbJABE04044. 1| polyprotein [Deformed wing virus]

>DWV|91068282]gb|ABE04043.1| potyprotein [Deformed wing virus]

>DWV|91068280igbJABE04042. 1| potyprotein [Deformed wing virus)

>DWV|91068278|gb]ABE04041.1| potyprotein [Deformed wing virus)

>DWV|91068276|gbJABE04040.1| polyprotein

Deformed wing virus)

>DWV|91068274]gbJABE04039.1] polyprotein

Deformed wing virus]

>DWV|91068272|gb|ABE04038. 1] polyprotein

Deformed wing virus|

>DWV|91068270|gb|ABE04037.1| polyprotein

Deformed wing virus

>DWV|31068268|gbJABE04036.1| potyprotein

Deformed wing virus|

>DWV|91068266|gbJABE04035. 1

potyprotein [Deformed wing virus]




>DWV|91068264|gb|ABE04034.1| polyprotein [Deformed wing virus]

>DWV|91068262|gbJABE04033. 1| polyprotein |Deformed wing virus]

>DWV|91068260|gb|ABE04032.1| polyprotein [Deformed wing virus]

>DWV|91068258|9bJABE04031.1| polyprotein {Deformed wing virus]

>DWV|91068256 |gb]ABE04030.1| polyprotein |Deformed wing virus]

>DWV|91068254|gb|ABE04029. 1| polyprotein [Deformed wing virus]

>DWV|91068252|gb|ABE04028.1| polyprotein [Deformed wing virus|

>DWV|91068250|gbJABE04027 .1| polyprotein {Deformed wing virus]

>DWV|91068248)gb|ABE04026. 1] polyprotein [Deformed wing virus]

>DWV|91068246]gb|ABE04025. 1] polyprotein [Deformed wing virus]

>DWV|91068244|gb|ABE04024. 1| polyprotein [Deformed wing virus]

>DWV[91068242]gbJABE04023. 1] polyprotein [Deformed wing virus]

>DWV|91068240|gb]ABE04022.1| polyprotein |Deformed wing virus]

>DWV|91068238|gb|ABE04021. 1| polyprotein [Deformed wing virus]

>DWV|91068236|gb{ABE04020.1{ polyprotein |Deformed wing virus)

>DWV|91068234|gb]ABE04019.1| polyprotein |Deformed wing virus]

>DWV|91068232|gb|ABE04018. 1| polyprotein |Deformed wing virus]

>DWV|91068230|gb|ABE04017.1| polyprotein |Deformed wing virus]

>DWV|91068228|gbJABE04016.1| polyprotein |Deformed wing virus]

>DWV|91068226|gb|ABE04015. 1| polyprotein {Deformed wing virus{

>DWV|91068224|gb|ABE04014.1| polyprotein |Deformed wing virus]

>DWV|91068222|9bJABE04013. 1| polyprotein |Deformed wing virus]

>DWV|91068220|gb|ABE040 12.1] polyprotein [Deformed wing virus]

>DWV|91068218|gb|ABE04011.1| polyprotein [Deformed wing virus]

>DWV|[91068216|gb|JABE04010.1| polyprotein [Deformed wing virus|

>DWV|91068214|gb|ABE04009.1| polyprotein [Deformed wing virus

>DWV|910682 12|gb]ABE04008. 1| polyprotein |Deformed wing virus,

>DWV|91068210|gb|ABE04007.1| polyprotein |Deformed wing virus,

>DWV|91068208|gb|ABE04006.1| polyprotein |Deformed wing virus

>DWV|91068206|gbJABE04005. 1| polyprotein |Deformed wing virus,

>DWV|91068204|9bJABE04004. 1| polyprotein |Deformed wing virus]

>DWV|91068202|gb|ABE04003. 1| polyprotein [Deformed wing virus}]

>DWV|91068200|gb]ABE04002. 1| polyprotein |Deformed wing virus{

>DWV|91068198|gbJABE04001. 1| polyprotein |Deformed wing virus]

>DWV|91068196|gbJABE04000. 1| polyprotein [Deformed wing virus]

>DWV|91068194{gb]ABE03999. 1| polyprotein [Deformed wing virus{

>DWV|91068192|gb]ABE03998. 1] polyprotein [Deformed wing virus|

>DWV|91068190|gbJABE03997.1| polyprotein |Deformed wing virus]

>DWV|91068188|gb{ABE03396.1| polyprotein [Deformed wing virus]

>DWV|91068186)gb|ABE03995.1| polyprotein [Deformed wing virus|

>DWV|91068184|gb|ABE03994.1| polyprotein |Deformed wing virus]

>DWV|91068182|gb|ABE03993.1| polyprotein | Deformed wing virus]

>DWV|91068180|gbJABE03992.1| polyprotein |Deformed wing virus]

>DWV|91068178|gb]JABE03991.1| polyprotein [Deformed wing virus]

>DWV|91068176|gbJABE03990. 1| polyprotein [Deformed wing virus]

>DWV|91068174]gb|ABE03989 1| polyprotein [Deformed wing virus]

>DWV|91068172|gbJABE03988. 1| polyprotein [Deformed wing virus]

>DWV|91068170|gbJABE03987. 1| polyprotein [Deformed wing virus]

>DWV|91068168|gb]JABE03986.1| polyprotein [Deformed wing virus]

>DWV|91068166|gb]JABE03985. 1| polyprotein [Deformed wing virus]

>DWV|91068164|gb]JABE03984.1| polyprotein |Deformed wing virus]

>DWV|91068162|gb|JABE03983. 1| polyprotein [Deformed wing virus]

>DWV|91068160|gbJABE03982.1| polyprotein [Deformed wing virus]

>DWV|71480056|refl|NP_853560.2| polyprotein [Deformed wing virus]

>DWV|86372207)gb]ABCI5164 1| polyprotein [Deformed wing virus]

>DWV|31540604|gb|AAP49283. 1| polyprotein [Deformed wing virus)

>DWV|71273716{emb|CAD34006.2| polyprotein [Deformed wing virus}

>DWV|88186474{gb|ABD39717.1| polyprotein |Deformed wing virus)

>DWV|8818647 1|gb|JABD3d716.1| polyprotein |Deformed wing virus]

>DWV|88186467|gb|ABD33715.1| polyprotein [Deformed wing virus]

>DWV|B88186464|gb]ABD3A7 14 1] polyprotein [Deformed wing virus)

>DWV|88186462|gb|ABD397 13.1| polyprotein |Deformed wing virus]

>DWV|72533835|gbjAAZ74344. 1| polyprotein [Deformed wing virus]

>DWV|51831796|gbJAAU 10099.1| nonstructural protein [Deformed wing virus]

>DWV|51831794|gb|AAU10098.1] nonstructural protein [Deformed wing virus)

>DWV]37903960|gb]AAP49008.1| polyprotein |Deformed wing virus}

>KBV|146265583|gbjABQ16546.1] RNA polymerase [Kashmir bee virus]

>KBV|125660806|gb|ABN4947 2.1| VP4 protein [Kashmir bee virus]

>KBV|68272118|gb|AAY89332. 1| RNA polymerase [Kashmir bee virus]

>KBV|68272117|gb]AAT76528.2| structural polyprotein [Kashmir bee virus]

>KBV|73747922|ref|YP_308663.1] VP3 |Kashmir bee virus]

>KBV|73747321)ref]YP_308662.1| VP2 |Kashmir bee virus]

>KBV|73747920|ref]YP_308661.1| VP4 |Kashmir bee virus]

>KBV|73747910]ref]YP_308660.1| VP1 [Kashmir bee virus]




>KBV|73747918|ref|NP_851404 2| structural polyprotein |Kashmir bee virus]

>KBV|30793780]|refINP_851403.1[ non-structural polyprotein [Kashmir bee virus]

>KBV|70906164|gb|AAZ 14864 .1| non-structural polyprotein [Kashmir bee virus]

>KBV|68314545|gbJAAP32284 2| structural polyprotein {Kashmir bee virus]

>KBV|30526318|gbJAAP32283.1| non-structural polyprotein |[Kashmir bee virus]

>KBV|[51831784|gbJAAU10093.1| nonstructural protein [Kashmir bee virus)]

>KBV([51831782|gbJAAU10092.1| nonstructural protein [Kashmir bee virus]

>KBV[56117742|gb|AAV73779.1] RNA polymerase |Kashmir bee virus]

>KBV|56117740|gbJAAV73778.1| RNA polymerase |Kashmir bee virus]

>KBV[554639804|gb|AAV52628.1| RNA polymerase |Kashmir bee virus]

>KBV[38373607|gb|AAR 19088.1| structural potyprotein [Kashmir bee virus]

>KBV[14276299|gbJAAKS8190.1| structural protein

Kashmir bee virus

>KBV[14276207|gbjAAKS58189 1| structural protein

Kashmir bee virus

>KBV(14276295|gb|AAKS8188.1( structural protein

|Kashmir bee virus)

>KBV[14276293|gb|AAKS58187.1| structural protein

|Keshmir bee virus)

>KBV[14276291|gb|AAKS8186.1| structural protein

[Kashmir bee virus]

>KBV|14276289|gb|AAK58185.1| structural protein

Kashmir bee virus)

>KBV[14276287|gb|AAK58184.1| structural protein

Kashmir bee virus)

>KBV|14276285|gb|AAKS8183 1| structural protein

Kashmir bee virus]

>KBV|14276281|gb|AAKS8181.1[ structural protein [Kashmir bee virus]

>KBV]23451845|gb|JAAN32883.1[AF468967_1 RNA polymerase [Kashmir bee virus]

>KBV|13491966|gbJAAK28020. 1[ RNA polymerase |Kashmir bee virus]

>KBV|13491964|gbJAAK28019.1[ RNA polymerase [Kashmir bee virus]

>KBV|13171233|gbJAAK13621.1] RNA polymerase |Kashmir bee virus]

>KBV]13171231|gbJAAK13620.1| RNA polymerase |Keshmir bee virus]

>KBV|13171229|gbJAAK 13619.1] RNA polymerase [Kashmir bee virus]

>KBV|9957269]gb|AAG09297.1] RNA polymerase [Kashmir bee virus|

>KBV|11275663|gbJAAG33697.1] RNA polymerase |Kashmir bee virus]

>KBV|11275661|gb|AAG33696.1| RNA polymerase |Keshmir bee virus]

>KBV[11275659|gb|AAG336395.1| RNA polymerase [Kashmir bee virus

>KBV|11275657|gb|AAG33694.1| RNA polymerase [Kashmir bee virus

>KBV|[11066397|gb|AAG2857 1.1] RNA polymerase [Kashmir bee virus

>KBV[11066395|gbJAAG28570.1| RNA polymerase |Kashmir bee virus

>KBV|11066393|gbJAAG28569.1| RNA polymerase |Kashmir bee virus]

>KBV|11066391|gb|AAG28568.1| RNA polymerase [Kashmir bee virus]

>KBV|11066389}gbJAAG28567.1| RNA polymerase [Kashmir bee virus]

>KBV([11066387|gbJAAG28566.1| RNA polymerase [Kashmir bee virus]

>KBV[11065933[gbJAAG28397.1] RNA polymerase [Kashmir bee virus]

>KBV|8388936|gbJAAF74817.1| RNA polymerase |[Kashmir bee virus]

>KBV|8388934|gb|AAF74816.1| RNA polymerase [Kashmir bee virus]

>KBV}8388932|gbJAAF74815.1| RNA polymerase |Kashmir bee virus]

>KBV|[8388930|gb|AAF74814.1| RNA polymerase [Kashmir bee virus]

>KBV|8388928|gb Kashmir bee virus|

AAF74813.1| RNA polymerase

>KBV|8388926|gb]AAF74812.1| RNA polymerase

Kashmir bee virus

>KBV|8388924|gb|AAF 74811.1] RNA polymerase

Kashmir bee virus|

>KBV|8388022|gb|AAF 74810.1] RNA polymerase

Kashmir bee virus|

>KBV|8388920|gb|AAF 74809.1] RNA polymerase

Kashmir bee virus|

>KBV|8388918|gb/AAF74808 1| RNA polymerase

Kashmir bee virus|

>KBV|6650762|gb]AAF22002.1] RNA polymerase

Kashmir bee virus|

>KBV|6650754|gbJAAF21998.1[ RNA polymerase |Kashmir bee virus)

>KBV|6466900]gbJAAD50583 2] RNA polymerase [Kashmir bee virus)

>KBV|6466898|gb|AAD02683.2] RNA polymerase [Kashmir bee virus

>KBV|64668396|gb|AADS50582.2| RNA polymerase |[Kashmir bee virus

>KBV|6466894|gb[AADS5676.2] RNA polymerase [Kashmir bee virus

>KBV|6466892|gb|

AADS55675.2| RNA polymerase

Kashmir bee virus|

>KBV|6466890|gb|

AADS5674.2| RNA polymerase

[Kashmir bee virus]

>KBV|6466888|gb|AADS5673.2] RNA polymerase

Kashmir bee virus)

>KBV|6466886|gbJAAD02684.2| RNA polymerase |[Kashmir bee virus)

>KBV|6466884|gb|AAD48146.2| RNA polymerase |Kashmir bee virus)

>KBV[6466880|gbJAAD01993.2| RNA polymerase [Kashmir bee virus]

>KBV|6466878|gbJAAD01992.2| RNA polymerase |[Kashmir bee virus)]

>KBV|6466876{gb|AAD01811.2] RNA polymerase |[Kashmir bee virus)

>IAPV|126010926|ref[YP_001040002.1| polymerase polyprotein |Israel acute paralysis virus of bees]

>1APV|126010925(ref]YP_001040003.1| structural polyprotein [Israel acute paralysis virus of bees]

>IAPV|125630292|gb|AAV64179.2| polymerase polyprotein [Israel acute paralysis virus of bees)

>|APV|124494 153|gb|ABN13120.1| structural polyprotein [Israel acute paralysis virus of bees]

>8V[146265575|gb]ABQ16542.1( polyprotein |Sacbrood virus]

>SV|91068358|gb]ABE04081.1[ polyprotein [Sacbrood virus)

>SV|86372205|gb|ABC95163.1| polyprotein [Sacbrood virus)]

>SV|9632406|ref|NP_049374.1| polyprotein |Sacbrood virus]

>8V|51831792|gb|AAU 10097 .1[ nonstructural protein |Sacbrood virus]

>8V|51831790|gb|AAU10096.1| nonstructural protein [Sacbrood virus]

>8V|48527190|gb]AAT45735.1| structural polyprotein |Sacbrood virus)

>5V|33413890|gb|AAO43635.1( polyprotein |Sacbrood virus)
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>5V|33413889/gbJAAO43634.1) polyprotein |Sacbrood virus)

>5V|33413885|gbJAADO43633.1| polyprotein [Sacbrood virus]

>5V|33413884|gbJAAO43632. 1| polyprotein [Sacbrood virus)

>S8V|32351294|gbJAAP76313.1| polyprotein [Sacbrood virus)

>SV|29602520|gb|AAO85647.1| polyprotein [Sacbrood virus)

>5V|29602518|gb|AAO85646.1| polyprotein [Sacbrood virus)

>SV|29602516|gb|AA085645. 1| RNA-dependent RNA polymerase [Sacbrood virus)

>SV|29602514|gb]AAO85644. 1] RNA-dependent RNA polymerase [Sacbrood virus)

>5V{28932875|gb|AAO60079. 1| polyprotein [Sacbrood virus)

>5V[18766569|gb|AAL79021.1|AF469603_1 polyprotein [sacbrood virus]

>SV|[13241458|gb|AAK16322.1| polyprotein [sacbrood virus]

>SV]1324 1456]gb|AAK16321.1] polyprolein [sacbrood virus)

>5V|13241454|gb|AAK16320.1| polyprotein [sacbrood virus)

>5V|13241452|gb|AAK16319.1| polyprotein [sacbrood virus)

>S5V|13241450/gbJAAK16318.1] polyprotein [sacbrood virus)

>5V|13241448|gbJAAK16317.1] polyprotein [sacbrood virus)

>5V]13241446|gbJAAK16316.1] polyprotein [sacbrood virus)

>SV|13241444]gbJAAK16315.1] polyprotein [sacbrood virus]

>GV|13241442|gbJAAK16314.1] polyprotein [sacbrood virus)

>5V[13241440)gbJAAK16313.1] polyprotein [sacbrood virus]

>5V]13241438|gb|AAK16312.1| polyprotein [sacbrood virus]

>SV|13241436|gbJAAK16311.1| polyprotein [sacbrood virus]

>5V|13241434|gb|AAK16310.1| polyprotein [sacbrood virus]

>5V|13241432|gb|AAK16309.1| polyprotein [sacbrood virus]

>SV|13241430|gbJAAK16308.1| polyprotein [sacbrood virus)

>SV|13241428|gbJAAK 16307 .1| polyprotein [sacbrood virus)

>5V]13241426/gbJAAK16306.1] polyprotein [sacbrood virus)

>S5V|[13241424|gb|AAK16305.1| polyprotein [sacbrood virus]

>SV|[13241422|gbJAAK 16304.1| polyprotein [sacbrood virus]

>5V|13241420|gb|{AAK16303.1| polyprotein [sacbrood virus)

>SV|13241418|gb|AAK 16302.1| polyprotein [sacbrood virus]

>SV|13241416|gb|AAK16301.1| polyprotein [sacbrood virus)]

>5V|13241414|gb|AAK 16300. 1| polyprotein [sacbrood virus)

>SV|13241412)gbJAAK16299.1| polyprotein |sacbrood virus]

>5V|13241410jgb|AAK16298.1| polyprotein [sacbrood virus]

>5V|13241408|gb|AAK 16297 .1| polyprotein |sacbrood virus]

>SV|13241406|gbJAAK16296. 1| polyprotein [sacbrood virus]

>SV|13241404)gbJAAK16295.1| polyprotein |sacbrood virus]

>SV|13241402|gb]AAK16294.1] polyprotein |sacbrood virus)

>5V]13241400)gb]AAK 16293 1| polyprotein |sacbrood virus]

>5V|[13241398|gb|AAK16292.1| polyprotein |sacbrood virus|

>SV|13241396|gb|AAK 16291.1| polyprotein [sacbrood virus)

>5V|13241394|gb|AAK 16290.1| polyprotein [sacbrood virus|

>SV|[13241392|gb|AAK 16289.1| polyprotein [sacbrood virus)

>SV|13241390|gbJAAK 16288.1| polyprotein [sacbrood virus)

>5V|13241388|gbJAAK 16287 .1| polyprotein |sacbrood virus)

>SV|[13241386|gb|AAK 16286. 1| polyprotein [sacbrood virus|

>SV|13241384|gb|AAK 16285 1| polyprotein |sacbrood virus)

>SV|13241382|gbJAAK16284.1| polyprotein [sacbrood virus]

>5V|13241380|gb|AAK 16283. 1] polyprotein [sacbrood virus)

>SV|13241378|gbJAAK16282.1| polyprotein [sacbrood virus|

>SV|[13241376|gbJAAK16281.1| polyprotein [sacbrood virus]

>5V|13241374)gbJAAK16280.1| polyprotein [sacbrood virus)

>5V|13241372|gbjAAK16279.1| polyprotein [sacbrood virus]

>SV|13241370|gb|AAK16278.1| polyprotein |sacbrood virus)

>SV|13241368|gbJAAK16277.1| polyprotein [sacbrood virus]

>5V|13241366|gbJAAK16276.1| polyprotein [sacbrood virus)

>5V|13241364|gb|AAK 16275.1| polyprotein |sacbrood virus]

>SV|13241362|gbJAAK16274.1| polyprotein [sacbrood virus]

>SV|[13241360igbJAAK 1627 3.1| polyprotein |sacbrood virus)

>5V]13241358|gbJAAK 1627 2.1| polyprotein |sacbrood virus]

>SV|13241356]gb|AAK 1627 1.1| polyprotein [sacbrood virus]

>SV|13241354|gbJAAK16270.1] polyprotein [sacbrood virus]

>SV|13241352|gbJAAK 16269.1| polyprotein [sacbrood virus)

>SV|[13241350|gb|AAK 16268.1| polyprotein [sacbrood virus]

>5V|13241348|gb|AAK 16267.1| polyprotein [sacbrood virus)

>SV|13241346|gb|AAK 16266.1| polyprotein [sacbrood virus)]

>5V|13241344]gb|AAK 16265, 1] polyprotein [sacbrood virus]

>5V|13241342)gb|AAK 16264.1| polyprotein [sacbrood virus)

>5V|13241340|gbJAAK16263.1| polyprotein |sacbrood virus)

>SV|13241338|gbJAAK16262.1| polyprotein |sacbrood virus]

>SV|13241336|gb|AAK16261.1| polyprotein [sacbrood virus]

>5V|13241334|gb|AAK16260.1| polyprotein [sacbrood virus)

>SV[13241332|gbJAAK 16259.1| polyprotein [sacbrood virus]
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>SV|13241330|gb|AAK16258.1| polyprotein [sacbrood virus]

>SV|13241328|gb|AAK16257.1| polyprotein [sacbrood virus]

>SV|13241326|gbJAAK16256.1| polyprotein [sacbrood virus]

>SV|[13241324|gb]AAK 16255.1| polyprotein [sacbrood virus]

>5V[13241322]gb|AAK16254.1| polyprotein [sacbrood virus]

>5V|[13241320)gb]AAK16253.1| polyprotein [sacbrood virus]

>SV|13241318|gbJAAK16252.1| polyprotein [sacbrood virus]

>5V|13241316]gbJAAK16251.1| polyprotein [sacbrood virus]

>5V|[13241314|gbJAAK16250.1| polyprotein [sacbrood virus]

>SV}4416207|gb|AAD20260.1| polyprotein [sacbrood virus]

>SV|8705231|gbJAAF78779.1| structurat protein Vp1 [sacbrood virus]

>CBPV|146265579|gb|ABQ16544. 1| RNA-dependent RNA polymerase [Chronic bee paralysis virus]

>CBPV|54306459)gb|AAV33405.1| RNA-dependent RNA polymerase [Chronic bee paralysis virus]

>CBPV|21326023|gb|AAM47572.1|AF461061_1 putative RNA dependent RNA polymerase

Chronic bee paralysis virus]

>CBPV|21326021|gb|AAM47571.1|AF461060_1 putative RNA dependent RNA polymerase

Chronic bee paralysis virus]

>CBPV|21326019|gb|AAM47570.1|AF461059_1 putative RNA dependent RNA polymerase

Chronic bee paralysis virus]

>CBPV|21326017|gb|AAM47569.1]AF46 1058 _1 putative RNA dependent RNA polymerase

Chronic bee paralysis virus]

>CBPV|21326015|gb]AAM47568.1|AF461057 _1 putative RNA dependent RNA polymerase [Chronic bee paratysis virus]

>CBPV|21326013|gbiAAM47567.1)AF461056_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus)]

>CBPV|21326011|gb|AAM47566.1|AF461055_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus]

>CBPV|21326009|gb|AAM47565.1)AF461054_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus]

>CBPV|21326007|gb|AAMA7564.1|AF461053_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus]

>CBPV|21309905|gbJAAM46033.1|AF375659_1 putative RNA dependent RNA polymerase [Chronic bee paralysis virus]

>CWV|6646671|gb]AADO1994.2| RNA polymerase [cloudy wing virus]

>MSCUT|148613135)gb|ABQ96192.1| vasa [Melipona scutellaris]

>Kakugo|47177089|reflYP_015696.1| polyprotein [Kakugo virus]

>|1V6|15079181|ref|[NP_149635.1| 172L [Invertebrate indescent virus 6]

>11V6]|15079091|ref|NP_149843.1| 380R [Invertebrate indescent virus 6]

>11V6]15079089(ref[NP_149841.1| 378R [Invertebrate iridescent virus 6]

>11V6]15078986|ref[NP_149737.1| 274L [tnvertebrate indescent virus 6]

>11V6|15078944|ref|NP_149695.1| 232R [Invertebrate indescent virus 6]

>11V6]15079180|ref[NP_149820.1| 357R [Invertebrate iridescent virus 6]

>1IV6[15079179|ref|[NP_149463.1| 468L [Invertebrate iridescent virus 6]

>11V6[15079178|ref|NP_149930.1| 467R [Invertebrate iridescent virus 6]

>1IV6[15079177|ref|NP_149929.1| 466R [Invertebrate indescent virus 6]

>1IV6[15079176|ref|[NP_149928.1| 465R [Invertebrate iridescent virus 6]

>1IV6|15079175(|ref|[NP_149927.1| 464R [Invertebrate indescent virus 6]

>11V6]15079174|ref|NP_149926.1) 463L [Invertebrate iridescent virus 6]

>11V6]15079173|ref|[NP_149925.1| 462R [Invertebrate iridescent virus 6]

>11V6]15079172{ref[NP_149924.1) 461R [Invertebrate indescent virus 6]

>|1IV6|15079171|ref[NP_149923.1| 460R [Invertebrale indescent virus 6]

>IV6]15079170Jref|[NP_149922.1| 459L [Invertebrate indescent virus 6]

>1IV6[15079169|ref|[NP_149921.1| 458R [Invertebrate indescent virus 6]

>IV6|15079168|ref|[NP_149920.1| 457L [tnvertebrate indescent virus 6]

>11IV6{15079167 |ref[NP_149919.1| 456R [Invertebrate indescent virus 6]

>1IV6|15079166|ref[NP_149918.1| 455L [Invertebrate indescent virus 6]

>tiV6]15079165|ref|[NP_149917.1| 454R [Invertebrate indescent virus 6]

>UIV6|15079164 |ref[NP_149916.1| 453L [Invertebrate iridescent virus 6]

>11V6|15079163]ref|[NP_149915.1) 452R [Inveriebrate indescent virus 6]

>1IV6|15079162]ref[NP_149914. 1] 451L [Invertebrate iridescent virus 6]

>1tV6[15079161 |ref[NP_149913.1| 450L [Invertebrate indescent virus 6]

>1IV6|15079160|ref[NP_149912.1| 449L [Invertebrate indescent virus 6]

>1IV6[15079159|ref|[NP_149911.1| 448L [Invertebrate indescent virus 6]

>|IV6|15079158|ref|[NP_149310.1| 447L [Invertebrate iridescent virus 6]

>1IV6|15079157 |ref|NP_143909.1| 446L [Invertebrate indescent virus 6]

>11V6[15079156|ref|NP_ 149908.1| 445L [Invertebrate iridescent virus 6]

>1IV6]15079155(|ref|[NP_149907.1| 444R [Invertebrate iridescent virus 6]

>11V6|15079 154|ref[NP_149906. 1| 443R [Invertebrate indescent virus 6]

>1IV6[15079153|ref|NP_143905.1| 442L [Invertebrate iridescent virus 6]

>11IV6)15079 152|ref|NP_149904. 1| 441R [Invertebrate indescent virus 6]

>1IV6[15079151|ref|NP_149903.1| 440R [Invertebrate iridescent virus 6]

>1V6]|15079150|ref|[NP_149302.1| 439L [Invertebrate indescent virus 6]

>11V6|15079149|ref|NP_149901.1| 438L [Invertebrate indescent virus 6]

>1V6)15079148|ref[NP_149300.1| 437L [Invertebrate indescent virus 6]

>1V6)15079147|ref|[NP_149899. 1| 436R [Invertebrate irdescent virus 6]

>1tV6)15079146]ref|[NP_149898.1| 435R [Invertebrate indescent virus 6]

>11V6]15079145(|ref[NP_149897.1| 434L (Invertebrate irdescent virus 6]

>11IV6| 15079144 |ref|[NP_149896.1| 433R [Invertebrate indescent virus 6]

>1IV6]|15079143|ref|[NP_149895.1| 432R [Invertebrate indescent virus 6]

>1IV6|15079142|ref|[NP_143894 1| 431L [Invertebrate indescent virus 6]

>ItV6|15079141|ref|[NP_149893.1| 430R [Invertebrate indescent virus 6]

>11V6]|15079140|ref|NP_149892.1| 429R [Invertebrate indescent virus 6]

>1IV6]15079139|ref|[NP_149891.1| 428L [Invertebrate iridescent virus 6]

>11V6]15079138|ref]NP_149890.1| 427R (invertebrate irdescent virus 6]
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>1IV6[{15079137|ref|[NP_149889.1 426R |Invertebrate indescent virus 6)

>1IV6|15079136|ref|NP_149888.1) 425R [Invertebrate irdescent virus 6]

>1IV6|15079135|ref|NP_149887.1( 424R |Invertebrete indescent virus 6]

>1IV6]|15079134 ref|[NP_149886.1) 423L |tnvertebrate indescent virus 6]

>11V6]15079133|ref|NP_149885.1( 422L |Invertebrate indescent virus 6]

>1IV6]15079132]rel|[NP_149664.1] 421L [Invertebrate indescent virus 6)

>11V6]15079131jref|NP_149883.1] 420R (Invertebrate iridescent virus 6]

>11V6]15079130|ref|NP_149882.1| 419L |tnvertebrate iridescent virus 6)

>[1V6]15079129|ref|NP_149881.1| 418R |Invertebrate indescent virus 6]

>1IV6]15079128|ref|NP_149880.1| 417L |Invertebrate iridescent virus 6]

>1IV6]15079127|ref|[NP_149879.1) 416R |Invertebrate iridescent virus 6,

>11V6]|15079126|ref|NP_149878.1| 415R |Invertebrate indescent virus 6

>11IV6]|15079125|ref|NP_149877.1| 414L |tnvertebrate indescent virus 6]

>11V6|15079124|ref|NP_149876.1] 413R [Invertebrate indescent virus 6]

>1IV6]15079123|ref|NP_149875.1| 412L |tnvertebrate indescent virus 6)

>1IV6]15079122|ref|[NP_149872.1) 411L (Invertebrate indescent virus 6)

>11IV6|15079121|ref|[NP_149874.1| 410L |Invertebrate indescent virus 6]

>|1IV6|15079120]ref|NP_149873.1] 409R |Invertebrate indescent virus 6]

>11V6]|15079119]ref|NP_149871.1] 408R |Invertebrate indescent virus 6)

>11V6]|15079118|ref|NP_149870.1| 407R [Invertebrate iridescent virus 6]

>11V6[15079117|ref|NP_149869.1| 406R [Invertebrate indescent virus 6)

>11V6|15079116|ref|NP_149868.1| 405L [Invertebrate indescent virus 6]

>[1V6|15079115|ref|[NP_149867.1| 404L |Invertebrate indescent virus 6]

>ttV6]15079114|ref|NP_149866. 1| 403L |Invertebrate indescent virus 6)

>11V6[15079113|ref|NP_149865.1| 402L [Invertebrate indescent virus 6]

>tIV6]15079112|ref|NP_149864.1| 401R |invertebrate indescent virus 6]

>[1V6]15079111|ref|NP_149863.1| 400R |Invertebrate indescent virus 6|

>1tV6[15079110|ref|[NP_149862.1| 399R |Invertebrate indescent virus 6]

>1IV6[15079109|ref[NP_149861.1| 398R |Invertebrate indescent virus 6]

>11V6[15079108|ref|[NP_149860.1| 397L [Invertebrate indescent virus 6]

>11V6]15079107|ref|NP_149859.1| 396L |Invertebrate irndescent virus 6)

>1IV6[15079106|ref|[NP_149858.1| 395R |Invertebrate indescent virus 6)

>1IV6[15079105|ref|[NP_149857 .1[ 394R (Invertebrate indescent virus 6)

>[1V6]|15079104|ref|NP_149856.1| 393L [tnvertebrate indescent virus 6]

>1IV6]15079103|ref|NP_149855.1] 392R [Invertebrate indescent virus 6]

>11IV6[15079102|ref|[NP_149854.1| 391R |Invertebrate indescent virus 6)

>11V6|15079101|ref|NP_149853.1| 390R |Invertebrate indescent virus 6]

>t1V6)15079100|ref|NP_149852.1| 389L {Invertebrate iridescent virus 6}

>11V6|15079099]ref|NP_149851.1| 388R [Invertebrate indescent virus 6]

>ItV6]15079098|ref|NP_149850.1| 387R [tnvertebrate indescent virus 6]

>1IV6]|15079097|ref|NP_149849.1] 386R [tnvertebrate indescent virus 6]

>1IV6]|15079096|ref|[NP_149848.1| 385L [Invertebrate indescent virus 6

>11V6]15079095(ref|[NP_149847 1| 384L [Invertebrate indescent virus 6

>[1V6]15079094|ref|[NP_149846.1| 383L |Invertebrate indescent virus 6]

>1IV6]15079093|ref|NP_149845.1| 382R |Invertebrate indescent virus 6]

>11V6]15079092|ref|[NP_149844.1| 381L {Invertebrate indescent virus 6]

>11V6|15079090|ref|NP_149842.1| 379L (Invertebrate indescent virus 6|

>[1V6]15079088|ref[NP_149840.1] 377R (Invertebrate indescent virus 6]

>11V6]|15079087|ref|[NP_149839.1| 376L [Invertebrate indescent virus 6]

>11V6|15079086|ref|NP_149838.1) 375R |Invertebrate indescent virus 6]

>11V6]15079085{ref|[NP_149837 1| 374R (Invertebrate indescent virus 6]

>1IV6]|15079084 ref|NP_149836.1] 373L (Invertebrate irdescent virus 6]

>11V6|15079083|ref|NP_149835.1| 372R [Invertebrate indescent virus 6}

>11V6[15079082|ref|[NP_149834.1| 371R (Invertebrate iridescent virus 6]

>1IV6]15079081|ref|[NP_149833.1| 370R |Invertebrate iridescent virus 6)

>[1v6]|15079080|ref|NP_149832.1| 369L |Invertebrate indescent virus 6]

>[1V6]15079079|ref|[NP_149831.1| 368R |Invertebrate iridescent virus 6]

>1IV6[15079078|ref|NP_149830.1| 367L |Invertebrate indescent virus 6]

>tIV6[15079077|ref|NP_149829.1( 366R [Invertebrate indescent virus 6]

>11V6]1507907 6|ref[NP_149828.1| 365L |invertebrate indescent virus 6]

>tIV6[15079075|refINP_ 149827 1| 364L [tnvertebrate indescent virus 6]

>ItV6|15079074|ref|NP_149826.1| 363L |tnvertebrate indescent virus 6]

>1tV6[1507907 3|ref|NP_149825.1 362R |Invertebrate indescent virus 6)

>liV6]|15079072|ref|NP_149824.1| 36 1L |tnvertebrate indescent virus 6]

>ttV6|1507907 1|ref|NP_149823. 1| 360R |Invertebrate indescent virus 6]

>11v6|15079070]ref|NP_149822.1| 359L |Invertebrate indescent virus 6)

>1IV6]|15079069|ref[NP_149821.1| 358L (Invertebrate indescent virus 6]

>1IV6[15079068]ref[NP_149819.1| 356L {Invertebrate indescent virus 6]

>1IV6[15079067|ref[NP_149818.1| 355R [Invertebrate indescent virus 6]

>1tV6]15079066|rel[NP_149817 1] 354L [Invertebrate indescent virus 6)

>1IV6[15079065|ref|NP_149816.1| 353L (Invertebrate indescent virus 6]

>11V6|15079064 |ref[NP_149815.1| 352R |Invertebrate indescent virus 6

>11V6]15079063|ref|NP_149814.1| 351R [tnvertebrate indescent virus 6

>[1V6]15079062|ref|NP_149813.1] 350L |Invertebrate indescent virus 6]
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>1IV6]15079061|rel|NP_149812.1] 349L [Invertebrate iridescent virus 6]

>[1V6|15079060|ref[NP_149811.1| 348R [Invertebrate indescent virus 6]

>11V6]15079059[ref[NP_149810.1| 347L [Invertebrate indescent virus 6]

>11V6|15079058|ref|[NP_149809.1| 346R [Invertebrate indescent virus 6]

>11V6]15079057|ref[INP_149808.1| 345R |Invertebrate iridescent virus 6]

>1IV6]|15079056|ref|NP_149807. 1| 344R [Invertebrate indescent virus 6]

>11V6]15079055(|ref[NP_149806.1| 343L [Invertebrate indescent virus 6]

>1IV6]15079054|ref[NP_149805. 1] 342R

Invertebrate indescent virus 6)

>11V6|15079053|ref|NP_149804. 1] 341R

Invertebrate indescent virus 6}

>11V6]15079052]ref[NP_149803. 1] 340R

Invertebrate indescent virus 6]

>11V6]15079051 |ref|NP_149802. 1| 339L [Invertebrate indescent virus 6]

>11V6]|15079050]ref|[NP_149800.1| 337L [Invertebrate iridescent virus 6]

>11IV6]|15079049|ref|[NP_149801.1| 338L [Invertebrate indescent virus 6]

>1IV6]15079048|ref|[NP_149799.1| 336R |Invertebrate indescent virus 6]

>1IV6]15079047|ref|[NP_149798.1| 335L [Invertebrate indescent virus 6]

>1Iv6[15079046|ref[NP_149797.1| 334R [Invertebrate indescent virus 6]

>11v6[15079045{ref|[NP_149796.1] 333L [Invertebrate irdescent virus 6]

>11V6)15079044|ref|[NP_149795.1| 332L [Invertebrate indescent virus 6]

>11V6[15079043|ref|[NP_149794.1] 331R [Invertebrate irdescent virus 6]

>11V6|15079042|ref[NP_149793.1| 330L [Invertebrate indescent virus 6]

>11V6[1507304 1|ref|[NP_149792.1| 329R [Invertebrate indescent virus 6]

>1IV6[15079040|ref[NP_149791.1) 328L [Invertebrate indescent virus 6]

>1IV6]15079039|ref|[NP_149790.1| 327R |Invertebrate indescent virus 6]

>1IV6[15079038]rel[NP_149789.1[ 326L [Invertebrate indescent virus 6)

>11V6]|15079037|ref[NP_149788.1| 325L [Invertebrate indescent virus 6]

>11V6]|15079036|ref[NP_149787.1| 324L [Invertebrate indescent virus 6]

>11v6|15079035|ref|[NP_149786.1| 323L [Invertebrate indescent virus 6]

>11V6{15079034|ref|[NP_149785.1| 322R [Invertebrate indescent virus 6]

>11v6[15079033|ref|[NP_149784.1| 321R [Invertebrate iridescent virus 6]

>1IV6}15079032|ref|[NP_149783.1| 320L [Invertebrate iridescent virus 6]

>11V6|1507903 1|ref[NP_149782.1| 319L [Invertebrate irdescent virus 6]

>11IV6]|15079030]ref|[NP_149781.1) 318R [Invertebrate indescent virus 6]

>11V6]15079029|ref[NP_149780.1| 317L |Invertebrate indescent virus 6]

>11V6|15079028]|ref[NP_149779.1] 316R |Invertebrate indescent virus 6]

>11V6[15079027|ref|INP_149778.1| 315L

Invertebrate indescent virus 6]

>|1V6[15079026|ref|NP_149777.1) 314L

Invertebrate indescent virus 6}

>1IV6]15079025(rel|NP_149776.1] 313L

Invertebrate indescent virus 6)

>1IV6[15079024|ref[NP_149775.1| 312R |Invertebrate indescent virus 6]

>[1IV6[15079023|ref|[NP_149774.1| 311R [Invertebrate indescent virus 6)

>11V6]15079022|ref|[NP_149773.1| 310R |Invertebrate indescent virus 6]

>11V6[15079021|ref[INP_149772.1| 309L [Invertebrate indescent virus 6]

>1IV6]|15079020|ref[NP_149771.1| 308L [Invertebrate iridescent virus 6]

>11V6]15079019|ref[NP_149770.1| 307L (Invertebrate irndescent virus 6]

>11V6|15079018|ref|NP_149769.1[ 306R [Invertebrale indescent virus 6]

>[1V6]15079017|ref[NP_149768.1| 305L [Invertebrate indescent virus 6]

>11V6]|15079016|ref[NP_149767.1| 304R |Invertebrate indescent virus 6]

>IV6|15079015|ref|[NP_149766.1| 303R |Invertebrate iridescent virus 6]

>[1V6]15079014|ref[NP_149765.1| 302L |Invertebrate indescent virus 6]

>[1V6[15079013|ref[NP_149764.1| 301L [Invertebrate indescent virus 6]

>11V6|15079012|ref|[NP_149763.1] 300R [Invertebrate indescent virus 6]

>11V6]15079011|ref|NP_149762.1] 299R [Invertebrate iridescent virus 6)

>11V6[15079010|ref|[NP_149761.1| 298R [Invertebrate iridescent virus 6]

>11V6]15079009|ref|[NP_149760.1| 297L [Invertebrate indescent virus 6]

>11V6[1507 9008|ref]NP_149759.1] 296R [Invertebrate indescent virus 6)

>11V6]15079007|ref|[NP_149758.1| 295L [Invertebrate iridescent virus 6]

>|1V6]15079006|ref|[NP_149757.1| 294R [Invertebrate indescent virus 6]

>1V6[15079005|refINP_149756. 1| 293R [Invertebrate indescent virus 6]

>1IV6]|15079004|ref|NP_149755.1| 292L [Invertebrate iridescent virus 6]

>11V6)|15079003|ref[NP_149754.1| 291R [Invertebrate indescent virus 6]

>11V6]15079002|ref|NP_149753 1| 290R

Invertebrate indescent virus 6]

>IIV6(15079001(rel|NP_149752 1] 289L |

Invertebrate indescent virus 6]

>11V6[15079000|ref|NP_149751 1] 288R

Invertebrate indescent virus 6]

>1IV6]15078999[ref|NP_149750.1] 287R

Invertebrate iridescent virus 6]

>11V6]1507 8998|ref|[NP_149749.1| 286L [Invertebrate indescent virus 6]

>11V6]15078997|ref[NP_149748.1| 285L [Invertebrate indescent virus 6]

>11V6]15078996|ref[NP_149747.1[ 284R [Invertebrate indescent virus 6]

>1IV6|15078995|ref|[NP_149746.1] 283L [Invertebrate indescent virus 6]

>11V6|15078994|ref|NP_149745.1| 282R [Invertebrate indescent virus 6]

>11V6]15078993|ref[NP_149744.1| 281R [Invertebrate indescent virus 6]

>1IV6[15078992|ref|NP_149743 1| 280R [Invertebrate indescent virus 6]

>11V6]1507 8991 |ref[NP_149742.1[ 279R [Invertebrate indescent virus 6]

>1IV6]|15078990|ref|[NP_149741.1| 278L [Invertebrate indescent virus 6]

>1IV6]15078989|ref|[NP_149740. 1) 277R [Invertebrate idescent virus 6]

>[1V6]|15078988|ref|NP_149739.1| 276L |Invertebrate indescent virus 6]
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>11V6] 15078987 |ref[NP_149738.1| 275R [Invertebrate iridescent virus 6]

>11V6]15078985|ref|[NP_149736.1[ 273R [Invertebrate indescent virus 6|

>11IV6|15078984|ref|NP_149735.1] 272L [Invertebrate iridescent virus 6]

>11V6|15078983|ref|[NP_149734.1[ 271R [Invertebrate iridescent virus 6]

>|IV6|15078982|ref|NP_149733 1| 270R [Invertebrate iridescent virus 6]

>11V6|15078981[ref|[NP_149732.1| 269R [Invertebrate irdescent virus 6]

>11V6]15078980|ref|NP_149731.1| 268L [tnvertebrate irdescent virus 6]

>11V6]15078979|ref|NP_149730.1| 267R [Invertebrate iridescent virus 6]

>11V6]15078978|refl|NP_149729.1| 266L [tnvertebrate iridescent virus 6)

>1IV6|15078977|ref|NP_149728.1| 265L [Invertebrate irdescent virus 6)

>1IV6]15078976|ref|NP_149727 1| 264R [Invertebrate indescent virus 6)

>11V6]15078975|ref|[NP_149726.1| 263L [Invertebrate iridescent virus 6]

>11V6]15078974|rel[NP_149725 1] 262R [Invertebrate indescent virus 6]

>1IV6]15078973jref[NP_149724.1[ 261R [Invertebrate indescent virus 6)

>11V6]15078972|ref[NP_149723.1[ 260R [Invertebrate indescent virus 6]

>11V6]1507897 1)ref|NP_149722.1] 259R [Invertebrate iridescent virus 6]

>1IV6]15078970(ref[NP_149721.1] 258R [Invertebrate indescent virus 6)

>11V6]15078969|ref|[NP_149720.1[ 257R [Invertebrate iridescent virus 6]

>1IV6|15078968|ref|NP_149719. 1| 256R [Invertebrate indescent virus 6]

>11V6]|15078967 |ref|NP_149718.1| 255L [Invertebrate iridescent virus 6]

>1IV6]|15078966|ref|NP_149717 .1| 254L [Invertebrate indescent virus 6]

>1IV6[15078965|refl]NP_149716.1| 253L [Invertebrate indescent virus 6]

>1IV6|15078964|rel|NP_149715.1| 252L

Invertebrate indescent virus 6)

>1IV6|15078963[rel[NP_1497 14 1] 251L

Invertebrate indescent virus 6)

>1IV6]|15078962]refl{NP_149713.1] 250L

Invertebrate indescent virus 6]

>11V6[1507896 1|rel[NP_149712.1| 249R

[Invertebrate irdescent virus 6]

>11V6|15078960|rel[NP_149711 1] 248R

[Invertebrate iridescent virus 6]

>[IV6[15078959|ref[NP_149710.1] 247L

Invertebrate indescent virus 6}

>11V6]15078958]ref|[NP_149709.1| 246L

Invertebrate indescent virus 6|

>tIV6}15078957|ref[NP_149708. 1| 245R [Invertebrate indescent virus 6]

>1IV6[|15078956|ref[NP_149707.1| 244L [Invertebrate iridescent virus 6]

>1IV6]15078955|ref[NP_149706. 1| 243R [Inveriebrate indescent virus 6]

>IV6| 15078954 |ref|[NP_149705.1| 242L [Invertebrate indescent virus 6]

>1IV6[15078953|refl|[NP_149704.1| 241L [Invertebrate irndescent virus 6)

>11V6[15078952|ref[NP_149703. 1| 240R [Invertebrate indescent virus 6]

>11V6]15078951|ref|NP_149702 1| 239R [Invertebrate iridescent virus 6

>11V6]15078950|ref[NP_149701.1) 238R [Invertebrate irdescent virus 6

>|1V6]15078949|ref|NP_149700.1| 237R [Invertebrate indescent virus 6

>1IV6]15078948|ref|[NP_149699.1] 236L [Invertebrate iridescent virus 6]

>1IV6]15078947|rel|[NP_149698 1| 235L [Inveriebrate indescent virus 6]

>1IV6[15078946|ref|[NP_149697.1) 234R [Invertebrate iridescent virus 6]

>11V6|15078945|ref|[NP_149696 1] 233L [Invertebrate indescent virus 6]

>11V6]15078943|rel[NP_149694 1] 231R [Inveriebrate indescent virus 6]

>1V6]15078942rel|[NP_149693. 1) 230L

Invertebrate indescent virus 6]

>11V6]1507894 1|rel|NP_149692 1] 229L

Invertebrate indescent virus 6]}

>1IV6]15078940|ref[NP_149691 1] 228L

Invertebrate indescent virus 6]

>1IV6|15078939|ref[NP_149690.1| 227L [Invertebrate indescent virus 6}

>1IV6[15078938|ref[NP_149689.1| 226R [Invertebrate indescent virus 6]

>1IV6[|15078937|ref[NP_149688 1| 225R [invertebrate iridescent virus 6)

>1IV6[15078936|ref[NP_149687 1] 224L [Invertebrate indescent virus 6]

>11V6]15078935|ref|NP_143686 1| 223L [Invertebrate indescent virus 6]

>11V6]15078934|ref|[NP_149685. 1] 222R [Invertebrate indescent virus 6]

>11V6]15078933jref|NP_149684.1| 221L [Invertebrate iridescent virus 6]

>11V6|15078932|ref|[NP_149683.1| 220L [Invertebrate indescent virus 6]

>1IV6|15078931|ref|[NP_149682.1[ 219L [Invertebrate iridescent virus 6]

>1IV6[15078930iref[NP_149681.1[ 218R [Invertebrate indescent virus 6]

>1IV6|15078929(ref|NP_149680.1[ 217L [Invertebrate indescent virus 6]

>11V6]15078928|ref[NP_149679.1 216R [Invertebrate indescent virus 6]

>1IV6|15078927|ref|[NP_149678.1| 215R [Invertebrate indescent virus 6]

>11V6)15078926|ref|NP_149677.1| 214L [Invertebrate indescent virus 6)

>11V6|15078925|ref|NP_149676.1| 213R [Invertebrate indescent virus 6]

>1IV6|15078924|ref[NP_149675.1] 212L [Invertebrate iridescent virus 6]

>1IV6|15078923|ref|NP_149674.1 211L [Inverebrate indescent virus 6]

>1IV6|15078922|ref|[NP_149673.1| 210L [tnvertebrate iridescent virus 6]

>IV6]15078921|ref[NP_149672 1| 209R [Invertebrate iridescent virus 6]

>11V6{15078920|ref|NP_149671.1| 208L [Invertebrate indescent virus 6]

>1tV6|15078919|ref|[NP_149670.1| 207L (Invertebrate indescent virus 6]

>1IV6§15078918|ref|[NP_149669.1[ 206R [Invertebrate indescent virus 6)

>1IV6|15078917 |ref|NP_149668.1| 205R [Invertebrate indescent virus 6]

>tIV6|15078916|refl[NP_149667.1| 204L [Invertebrate indescent virus 6]

>1IV6]|15078915|ref|[NP_149666.1| 203L [Invertebrate indescent virus 6]

>11V6]150789 14|ref|NP_149665.1[ 202L [Invertebrate indescent virus 6]

>1IV6]|150789 13|ref|[NP_149664.1| 201R [Invertebrate indescent virus 6]

>1IV6]150789 12|ref[NP_149663.1[ 200R [Invertebrate indescent virus 6]
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>1IV6]15078911|ref|NP_149662. 1] 199L [Invertebrate indescent virus 6]

>11V6|15078910]ref|NP_149661.1| 198R [Invertebrate indescent virus 6]

>11V6]15078909|ref|[NP_149660. 1| 197R [Invertebrate indescent virus 6]

>1IV6|15078908]ref|NP_149659.1] 196R [Invertebrate iridescent virus 6]

>11V6]15078907|ref|[NP_149658.1| 195L [Invertebrate indescent virus 6]

>11V6]15078906|ref|NP_149657.1| 194R [Invertebrate indescent virus 6]

>11V6|15078905(ref|NP_149656.1] 193R [Invertebrate iridescent virus 6]

>11V6]15078904|ref|NP_149655.1| 192R [Invertebrate iridescent virus 6]

>11V6]15078903|ref|[NP_149654.1] 191L [Invertebrate irdescent virus 6]

>11V6|15078902|ref|NP_149653.1] 190R [Invertebrate irdescent virus 6]

>1IV6]15078901|refjNP_149652.1] 189L [Inveriebrate iidescent virus 6]

>1IV6|15078900)rel|[NP_149651.1] 188L (Invertebrate indescent virus 6]

>1IV6]15078899|ref|NP_149650.1] 187R [Invertebrate iridescent virus 6]

>11V6]15078898|ref|[NP_149649.1| 186L [Invertebrate indescent virus 6]

>11IV6]15078897 |ref|[NP_149648.1] 185L [Invertebrate iridescent virus 6]

>11IV6|15078896|ref|[NP_149647.1] 184R [Invertebrate irdescent virus 6]

>1IV6|15078895|ref|[NP_149646.1j 183L [Invertebrate indescent virus 6]

>1IV6|15078894|ref|[NP_149645.1| 182L [Invertebrate indescent virus 6]

>1IV6|15078893ref|NP_149644. 1) 181L [Invertebrate indescent virus 6]

>1IV6]15078892|ref[NP_149643.1] 180L [Invertebrate indescent virus 6]

>11IV6|15078891|ref|[NP_149642.1| 179R [Invertebrate indescent virus 6]

>11V6]15078890|ref|[NP_149641.1] 178L [Invertebrate indescent virus 6]

>11V6|15078889jref|NP_149640.1] 177L [Invertebrate indescent virus 6]

>11V6]15078888|ref|[NP_149639.1| 176R [Invertebrate irdescent virus 6

>11IV6| 15078887 |ref|NP_149638.1] 175R [Invertebrate indescent virus 6

>1IV6)15078886|rel|[NP_149637.1] 174R [Inverlebrate indescent virus 6

>11IV6[15078885|ref|[NP_149636.1] 173R [Invertebrate indescent virus 6]

>1IV6[15078884|ref|NP_149634.1| 171R [Invertebrate indescent virus 6]

>11V6]15078883|ref|[NP_149633.1| 170L [Invertebrate iridescent virus 6]

>|1V6|15078882|ref|[NP_149632.1] 169L (Invertebrate indescent virus 6]

>11V6]15078881|ref|[NP_149631.1] 168R [Invertebrate indescent virus 6]

>11V6]15078880|ref|NP_149630.1] 167L

Invertebrate indescent virus 6]

>11V6|15078879]ref|NP_149629.1) 166L

Invertebrate indescent virus 6|

>11V6)15078878)rel|NP_149628.1] 165R

Invertebrate indescent virus 6

>1V6|15078877|rel|NP_149627.1] 164R

Invertebrate indescent virus 6

>11V6)15078876|ref|[NP_149626.1| 163L [Invertebrate indescent virus 6]

>11V6)15078875|ref|[NP_149625.1| 162R [Invertebrate indescent virus 6]

>11V6|15078874|ref|NP_149624.1) 161L [Invertebrate indescent virus 6]

>1IV6| 1507887 3|ref|[NP_149623.1] 160L {Invertebrate indescent virus 6|

>1IV6]15078872|ref|NP_149622.1] 159L [Invertebrate indescent virus 6]

>11V6]|15078871|ref|NP_149621.1] 158R [Invertebrate iridescent virus 6]

>11V6|15078870|ref|NP_149620.1] 157L [Invertebrate iridescent virus 6]

>11V6]15078869|ref|NP_149619.1] 156R [Invertebrate iridescent virus 6]

>11V6|15078868|ref|NP_149618.1] 155L [Invertebrate indescent virus 6]

>11V6]15078867|ref|NP_149617.1| 154R [Invertebrate indescent virus 6]

>11V6]15078866|ref|NP_149616.1] 153L [Invertebrate indescent virus 6]

>1V6|15078865jrefiNP_149615.1] 152R [Invertebrate indescent virus 6

>11V6|15078864|ref|NP_149614. 1] 151R [Inverlebrate indescent virus 6

>11V6]15078863|ref[NP_149613.1] 150R [Invertebrate iridescent virus 6

>11V6)15078862|ref[NP_149612.1] 149L [Invertebrate iridescent virus 6]

>11V6]15078861|ref|NP_149611.1] 148R [Invertebrate indescent virus 6]

>11V6{15078860jref|NP_149610.1] 147L [Invertebrate iridescent virus 6]

>11V6]15078859|ref|[NP_149609.1] 146R [Invertebrate indescent virus 6]

>11V6]15078858|ref[NP_149608.1| 145L [Invertebrate iridescent virus 6]

>1IV6|15078857|ref|NP_149607.1] 144R [Invertebrate iridescent virus 6

>I1V6]15078856|ref|NP_149606.1] 143R [Inverlebrate indescent virus 6

>11V6]15078855|ref|[NP_149605.1| 142R [Invertebrate indescent virus 6

>11V6]15078854|ref|NP_149604.1| 141R [Invertebrate indescent virus 6]

>11V6]15078853|ref|NP_149603.1] 140L [Invertebrate indescent virus 6]

>1IV6]15078852|ref[NP_149602.1] 139L [Invertebrate indescent virus 6]

>1IV6|15078851|ref|NP_149601.1| 138R [Invertebrate indescent virus 6]

>11V6]|15078850|ref|NP_149600.1] 137R [Invertebrate indescent virus 6

>11V6]15078849|ref|[NP_149599.1| 136R [Invertebrate iridescent virus 6

>11V6]15078848|ref|[NP_143598.1| 135R [Invertebrate indescent virus 6

>11V6|15078847|ref[NP_149597.1| 134L [Invertebrate indescent virus 6]

>11V6[15078846|ref|NP_149596.1| 133R [Invertebrate iridescent virus 6]

rof

>|1V6]|15078845]ref|[NP_149595.1] 132L [Invertebrate iridescent virus 6]

>11V6]15078844|refiINP_149594.1| 131L [Invertebrate irndescent virus 6]

>11V6|15078843|ref|NP_149593.1| 130R [Invertebrate indescent virus 6]

>11V6]15078842|ref|NP_149592.1| 129R [Invertebrate iridescent virus 6]

>1IV6[1507884 1jref|NP_149591.1| 128L [Invertebrate indescent virus 6

>11V6]15078840]ref|[NP_149590.1] 127L [Invertebrate iridescent virus 6

>11V6|15078839]ref|NP_149589. 1] 126R |Invertebrate indescent virus 6]

>11V6]15078838|ref|NP_149588.1| 125L [Invertebrate indescent virus 6]
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>11V6]15078837 |ref|NP_149587 1] 124L [Invertebrate irdescent virus 6]

>1IV6]15078836|ref[NP_149586.1]) 123R [tnvertebrate indescent virus 6]

>11v6]15078835|ref|NP_149585.1] 122R [Invertebrate iridescent virus 6]

>1tV6]15078834|ref|NP_149584.1] 121R [Inveriebrate indescent virus 6]

>1IV6]15078833|ref|NP_ 149583 1) 120L [Invertebrate indescent virus 6]

>|1IV6]15078832|ref|NP_149582.1] 119R [Invertebrate iridescent virus 6]

>11V6]1507883 1|ref|[NP_149581.1] 118L [Invertebrate iridescent virus 6]

>11V6]15078830]ref|NP_149580.1] 117L [Invertebrate irdescent virus 6]

>11V6]15078829|ref|NP_149579.1] 116L [Inverebrate iridescent virus 6)

>11V6]15078828|ref|[NP_149578.1| 115R [Invertebrete indescent virus 6]

>]IV6|15078827|ref|[NP_149577.1) 114L [Invertebrate indescent virus 6]

>11V6]15078826]ref|NP_149576.1) 113L [Invertebrate indescent virus 6]

>1IV6]15078825[ref|NP_149575.1] 112R [Invertebrate iridescent virus 6]

>11V6]15078824]ref|NP_149574.1] 111R [invertebrate iridescent virus 6]

>11V6]15078823|ref|NP_149573.1] 110R [invertebrate indescent virus 6]

>11V6]15078822|ref|NP_149572. 1] 109R [invertebrate indescent virus 6]

>11V6]15078821|ref|NP_149571.1) 108R [Invertebrate indescent virus 6|

>11V6]15078820]ref|NP_149570.1] 107L [Invertebrate indescenl virus 6]

>11V6]15078819|ref|NP_149569.1] 106L [Invertebrate indescent virus 6]

>11V6]15078818|ref|NP_149568.1] 105R [Invertebrate indescent virus 6]

>1IV6]15078817|ref[NP_149567.1] 104L [Invertebrate indescent virus 6]

>11V6] 150788 16|ref|NP_149566.1] 103R [Invertebrate indescent virus 6]

>IIV6|15078815|ref|NP_149565.1] 102R [Invertebrate indescent virus 6]

>1IV6|150788 14|ref|NP_149564.1) 1011 [Invertebrate indescent virus 6]

>1IV6]15078813|ref|NP_149563.1] 100L [Invertebrate iridescent virus 6]

>11V6]15078812|ref|NP_149562 1[ 099L [Invertebrate indescent virus 6]

>1IV6]15078811]ref|NP_149561.1] 098R [Invertebrate iridescent virus 6]

>11V6]15078810|ref|NP_149560.1] 097L [Invertebrate indescent virus 6]

>11V6]15078809]ref|NP_149559.1] 096L [Inveriebrate indescent virus 6]

>11V615078808]ref|NP_149558 1 095L [Invertebrate indescent virus 6]

>11V6)15078807|ref|NP_149557 1| 094L [Invertiebrate indescent virus 6]

>11IV6[15078806|ref|NP_149556.1] 093R [Invertebrate iridescent virus 6]

>1IV6|15078805|ref|NP_149555.1) 092R [Invertebrate indescent virus 6]

>1IV6]15078804|ref|[NP_149554 1] 091R [Invertebrate indescent virus 6]

>11V6]15078803ref|[NP_149553.1] 090R [Invertebrate indescent virus 6]

>11V6]15078802|ref|NP_149552.1) 089L [Invertebrate irndescent virus 6]

>11V6]15078801|ref|NP_149551.1] 088L [Invertebrate indescent virus 6]

>11V6]15078800]|ref|NP_149550.1) 087R [Invertebrate indescent virus 6]

>11IV6]15078799|ref|[NP_149549.1| 086R [Invertebrate indescent virus 6]

>1IV6|15078798|ref|NP_149548 1] 085L [tinvertebrate indescent virus 6]

>1IV6{15078797|ref|NP_149547 1] 084L [tnvertebrate iridescent virus 6]

>1IV6|15078796|ref[NP_149546.1) 083L [tnvertebrate indescent virus 6]

>1IV6|15078795|ref|NP_149545_1| 082L [invertebrate indescent virus 6}

>1IV6]15078794|ref[NP_149544 1) 081L [Invertebrate indescent virus 6]

>11V6|15078793|ref|NP_149543.1| 080L [Invertebrate indescent virus 6]

>lV6|15078792|ref|NP_149542 1| 079L [tnvertebrate indescent virus 6]

>1IV6]|15078791|ref|[NP_149541.1] 078R {invertebrate indescent virus 6]

>|1V6|15078790)ref]NP_149540.1] 077L |invertebrate indescent virus 6]

>11V6|15078789)ref|NP_149539.1| 076L [Invertebrate indescent virus 6]

>11V6|15078788|ref|[NP_149538.1[ 075L [Invertebrate iridescent virus 6]

>[1V6|15078787|ref|[NP_149537.1] 074R [Invertebrate iridescent virus 6)

>1IV6]15078786|ref|[NP_149536.1[ 073R [tnvertebrate indescent virus 6]

>[IV6[15078785|ref|[NP_149535 1[ 072R [tnvertebrate irdescent virus 6]

>1V6]15078784|ref[NP_149534 1[ 071L [Invertebrate indescent virus 6]

>1tV6|15078783|ref|NP_149533.1] 070R [invertebrate indescent virus 6]

>1IV6{15078782|ref|[NP_149532 1[ 069L [Inverebrate indescent virus 6]

>1tv6]15078781|ref|[NP_149531.1] 068L [Invertebrate indescent virus 6]

>[1IV6]15078780|ref|[NP_149530.1[ 067R [Invertebrate iridescent virus 6]

>1IV6|15078779|ref|[NP_149529.1) 066L [Invertebrate indescent virus 6]

>1IV6|150787 78]ref|NP_149528.1) 065R [Invertebrate indescent virus 6]

>1IV6|150787 77|ref|[NP_149527 1] 064L [Invertebrate indescent virus 6]

>11V6]15078776|ref|NP_149526.1] 063R [Invertebrate indescent virus 6]

>11V6]150787 75/ref|NP_149525.1] 062L [Invertebrate indescent virus 6]

>11V6]150787 74}ref[NP_149524.1) 061R [Invertebrate indescent virus 6]

>11V6]15078773|ref|[NP_149523.1| 060L [Invertebrate indescent virus 6]

>1IV6|15078772|ref|[NP_149522 1| 059R [Invertebrate indescent virus 6]

>[IV6]1507877 1|ref|NP_149521.1] 058L [tnvertebrate indescent virus 6]

>1tv6]15078770]ref|[NP_149520.1] 057L [Invertebrate indescent virus 6]

>1IV6]|15078769]ref|[NP_149519.1] 056R [Invertebrate irdescent virus 6]

>ItV6[15078768]ref|NP_149518.1[ 055R [Invertebrate irdescent virus 6]

>11V6)15078767|ref|NP_149517 1[ 054R [Invertebrate indescent virus 6]

>IIV6([15078766|ref|NP_149516.1] 053R [Invertebrate irdescent virus 6]

>1IV6]15078765|ref|NP_149515.1[ 052R [Invertebrate indescent virus 6]

>1IV6[15078764|ref|NP_149514.1) 051R [Invertebrate mdescent virus 6]




>11V6]|15078763[ref|NP_149513.1| 050L [Invertebrate indescent virus 6]

>1IV6|15078762|ref|NP_149512.1| 049L [Invertebrate indescent virus 6]

>1IV6]15078761)ref|NP_149511. 1] 048R |Invertebrate indescent virus 6]

>1IV6]|15078760)ref|NP_149510.1| 047R [Invertebrate indescent virus 6]

>11V6]15078759|ref|NP_149509.1) 046R |Invertebrate iridescent virus 6]

>11V6]|150787 58|ref|NP_149508.1] 045L |Invertebrate iriddescent virus 6)

>1IV6[15078757|ref|NP_149507.1| 044R |Invertebrate iridescent virus 6)

>11V6]|15078756|ref|NP_149506.1] 043L [Invertebrate indescent virus 6]

>11V6|15078755|ref|NP_149505.1| 042R [Invertebrate iridescent virus 6]

>11V6]15078754 |ref|NP_149504.1| 04 1L [Invertebrate indescent virus 6]

>]1V6[15078753|ref|NP_149503.1| 040R [Invertebrate indescent virus 6]

>lIV6]15078752(|ref|NP_149502.1| 039R [Invertebrate iridescent virus 6]

>11V6]|15078751|ref|NP_149501.1| 038R [Invertebrate iridescent virus 6]

>11V6|15078750|ref|NP_149500.1| 037L [Invertebrate indescent virus 6)

>|1V6]|15078749|ref|{NP_149499.1| 036R |Invertebrate iridescent virus 6]

>|1V6|15078748|ref|[NP_149498.1| 035L [Invertebrate iridescent virus 6]

>1IV6]1507874 7|ref|NP_149497.1] 034R [Invertebrate indescent virus 6]

>11V6]|15078746|ref|NP_149496.1| 033L [Invertebrate indescent virus 6]

>[1V6]|15078745|ref[NP_149495.1] 032R [Invertebrate indescent virus 6)

>11V6| 15078744 |ref[NP_149494.1]| 031R [Invertebrate iridescent virus 6]

>11V6]|15078743|ref|NP_149493.1] 030L [tnvertebrate indescent virus 6]

>1IV6|15078742|ref|NP_149492.1| 029R [Invertebrate iridescent virus 6)

>11V6]|15078741|ref|{NP_143491.1 028L [Invertebrate indescent virus 6]

>11V6|15078740|ref[NP_149490.1| 027L [Invertebrate indescent virus 6]

>1IV6|15078739|ref|[NP_149489.1| 026R [Invertebrate iridescent virus 6)

>11V6]15078738]ref|NP_149488.1] 025R [Invertebrate indescent virus 6]

>|1IV6|15078737|ref|[NP_149487.1| 024L [tnvertebrate iridescent virus 6]

>11V6]|15078736|ref[NP_149486.1| 023L [Invertebrate indescent virus 6]

>1IV6]15078735ref[NP_149485 1] 022L [Invertebrate indescent virus 6]

>1IV6| 150787 34|ref|NP_149484.1| 021R [Invertebrate indescent virus 6]

>1Iv6]|15078733|ref|NP_149483.1| 020L [Invertebrate iridescent virus 6}

>tV6[15078732|ref|[NP_149482.1| 019R [Invertebrate indescent virus 6]

>tIV6]15078731|ref|[NP_149481.1| 018R |Inveriebrate iridescent virus 6)

>11V6]|15078730|ref|NP_149480.1| 017R [Invertebrate iridescent virus 6)

>1IV6|15078729|ref|NP_149479.1| 016L [Invertebrate indescent virus 6]

>11V6]15078728|ref[NP_149478.1| 015R [Invertebrate indescent virus 6]

>11V6]|15078727|ref{NP_149477.1| 014R [Invertebrate iridescent virus 6]

>|1V6|15078726|ref|NP_149476.1) 013R [Invertebrate irdescent virus 6]

>|1V6|15078725|ref|[NP_149475.1| 012L [tnvertebrate iridescent virus 6)

>1IV6[15078724 |ref|[NP_149474 1| 011L [tnvertebrate indescent virus 6]

>|1V6]15078723|ref[NP_148473.1| 010R |Invertebrate iridescent virus 6]

>1IV6[|15078722|ref|[NP_149472.1| 009R [Invertebrate iridescent virus 6]

>1IV6[15078721|ref|[NP_149471.1| 008R [Invertebrate iridescent virus 6]

>11V6]|15078720|ref[NP_149465.1| 002R [Invertebrate iridescent virus 6)

>11V6]15078719|ref|NP_149470.1) 007R |Invertebrate indescent virus 6]

>1V6{150787 18|ref|NP_149469. 1| 006L |tnvertebrate indescent virus 6]

>1IV6[15078717]|ref|NP_149468.1| 005R [Invertebrate irdescent virus 6}

>1IV6|150787 16|ref|NP_149467.1| 004R [Invertebrate indescent virus 6]

>1IV6|150787 15)ref|NP_148466.1] 003R [Invertebrate indescent virus 6]

>Itv6|150787 14|ref|NP_149464.1| 001R |Invertebrate indescent virus 6}

>Nosema|157382928|gb|ABV48899. 1| hypothetical spore wall protein [Nosema bombycis}

>Nosema|163955596{gb|ABY49796.1| hypothetical spore wall protein 14 [Nosema bombycis]

>Nosema|163955594 |gb|ABY49795.1| hypotheticat spore wall protein 13 [Nosema bombycis]

>Nosema|157382930|gb|ABV48900. 1| hypothetical spore wall protein [Nosema bombycis}

>Nosema|157382926|gb|ABV48898.1| hypothetical spore wall protein

Nosema bombycis]

>Nosema|157382924|gb|ABV48897.1| hypothetical spore wall protein

Nosema bombycis)

>Nosema|157382922|gb|ABV48896.1| hypothetical spore wall protein

Nosema bombycis}]

>Nosema|157382920|gb|ABV48895.1| hypothetical spore wall protein [Nosema bombycis|

>Nosema|157382918|gb|ABV48894. 1| hypothetical spore watl protein [Nosema bombycis]

>Nosema|157382916|gbJABV48893. 1| hypothetical spore wall protein |[Nosema bombycis,

>Nosema|157382914|gbjABV48892.1| hypothetical spore wall protein [Nosema bombycis,

>Nosema|157382912|gbjJABV48891. 1| spore wall protein [Nosema bombycis)

>Nosema|157382910|gbJABV48890. 1| hypothetical spore watll protein |[Nosema bombycis]

>Nosema|157382908|gb]ABV48889.1| spore wall protein [Nosema bombycis]

>Nosemal134285554|gb|ABO69729.1| unknown |Nosema bombycis]

>Nosema|134285553|gb]JABO69728. 1| Secé 1gamma [Nosema bombycis)

>Nosema|134285552|gbJABO69727.1| unknown [Nosema bombycis]

>Nosema|134285551|gbjAB0O69726. 1| unknown [Nosema bombycis)

>Nosema|134285550|gbjAB0O69725.1| unknown [Nosema bombycis]

>Nosema|134285549|gb|ABO69724.1| unknown [Nosema bombycis|

>Nosema|134285548|gb|ABO69723.1| unknown [Nosema bombycis|

>Nosema|134285547|gb|ABO69722. 1] unknown [Nosema bombycis,

>Nosema|134285546|gb|ABO69721.1] unknown [Nosema bombycis|

>Nosema|134285544 |gb|ABO69720. 1] unknown [Nosema bombycis,
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>Nosema|13428554 3|gb|ABO697 19.1] unknown [Nosema bombycis]

>Nosema|134285542|gbJABO697 18.1| Sect 1beta [Nosema bombycis)

>Nosema|13428554 1jgbJABO697 17.1] unknown [Nosema bombycis]

>Nosemal134285540|gbJABO697 16.1| unknown [Nosema bombycis]

>Nosema|134285539|gbJABO69715.1] unknown [Nosema bombycis)

>Nosema|134285537|gbJABO697 14.1] unknown [Nosema bombycis]

>Nosemal134285536)gbJABO697 13.1] Sec61alpha [Nosema bombycis]

>Nosemal|156623046|dbj|BAF 76326.1] heal shock protein 70 [Nosema bombycis]

>Nosema|71082697|gbJAAZ23552.1| beta-tubulin [Nosema plutellae)

>Nosemal|71082695|gbjAAZ23551.1| beta-tubulin [Nosema sp. PX1]

>Nosemal|7 1082693|gbjAAZ23550.1| alpha-tubulin [Nosema pluteliae]

>Nosema|71082691|gbJAAZ23549.1| alpha-tubutin |Nosema sp. PX1)

>Nosemal119655559|gbjABL86149.1] bela-tubulin [Nosema bombycis]

>Nosemal117622286|gbJABK51387 .1] alpha-tubulin [Nosema bombycis)

>Nosema|91178032|gbJABE27277.1] unknown [Nosema bombycis)

>Nosemal91178031|gbJABE27276.1] unknown [Nosema bombycis)

>Nosema|91178030|gbJABE27275.1] unknown [Nosema bombycis)

>Nosema|91178029|gbJABE27274.1] unknown [Nosema bombycis]

>Nosemal91178028|gbJABE27273.1] unknown |[Nosema bombycis]

>Nosema|91178027|gbjABE27272.1] unknown [Nosema bombycis]

>Nosema|91178025|gbJABE27271.1] unknown [Nosema bombycis)

>Nosema|91178024|gbJABE27270.1| unknown [Nosema bombycis]

>Nosema|91178023|gbJABE27269.1) unknown [Nosema bombycis)]

>Nosema|91178022|gbJABE27268.1] unknown [Nosema bombycis]

>Nosemal91178021|gbJABE27267.1j unknown [Nosema bombycis)]

>Nosema|91178020|gbJABE27266.1| unknown [Nosema bombycis)

>Nosema{91178019|gbJABE27265.1] unknown [Nosema bombycis]

>Nosemal|91178018|gbJABE27264.1| unknown [Nosema bombycis)

>Nosema|91176531|gbJABE26655. 1] pol potyprotein [Nosema bombycis]

>Nosema|91176529|gbJABE26654. 1| pol polyprotein [Nosema bombycis)

>Nosema|91176527|gbJABE26653.1| pol polyprotein [Nosema bombycis)

>Nosema|91176525|gbJABE26652.1| pol potyprotein [Nosema bombycis)

>Nosema|91176523|gbJABE26651.1| pol polyprotein [Nosema bombycis)

>Nosema|91176521jgb|ABE26650.1| pol potyprotein [Nosema bombycis

>Nosema(91176519|gbJABE26649. 1| pol polyprotein |Nosema bombycis

>Nosema|91176517|gb]ABE26648.1| pol polyprotein [Nosema bombycis|

>Nosema|29691976]dbj|BAC75454. 1| putative spore surface protein [Nosema bombycis]

>Nosema|29691974|dbj|BAC7 5453.1| putative spore surface protein [Nosema bombycis]

>Nosema|29691972|dbj|BAC75452.1| putative spore surface protein [Nosema bombycis]

>Nosema|29691970|dbj|BAC75451.1| putative spore surface protein [Nosema bombycis|

>Nosema|29691968|dbj|BAC75450.1| putative spore surface protein [Nosema bombycis|

>Nosema|23691966|dbj|BAC75449.1| pulative spore surface prolein [Nosema bombycis!

>Nosemal7 54262 3|gb|AAF63521.1JAF245278_1 surface-antigen protein P30.4 [Nosema bombycis]

>Nosema|120561172|gbJABM26981.1] RNA polymerase |l larges] subunil |[Nosema trichoplusiae]

>Nosema| 12056 1170jgbjABM26980.1| RNA polymerase 1l largest subunil [Nosema granulosis]

>Nosema|120561168|gbjABM26979.1| RNA polymerase |l largest subunit [Nosema empoascae)

>Nosemal 120561 166|gbjABM26978.1] RNA potymerase 1l largest subunit [Nosema bombycis)

>Nosema| 12056 1164 |gbJABM26977.1) RNA polymerase || largest subunit [Nosema apis)

>Nosemal119220839|gbjABLE1510.1| beta-tubulin [Nosema sp. BZ-2006e]

>Nosemal|119220837|gb

ABL61509.1) beta-tubulin [Nosema sp. BZ-2006d)

>Nosema118574000gb)

|ABL0O697 1.1] beta-tubulin [Nosema sp. BZ-2006¢

>Nosemaj118573998|gb

ABL06970.1) beta-tubulin

Nosema sp. BZ-2006b)

>Nosema|116874498|gbJABK30892. 1| beta-tubulin [Nosema sp. BZ-2006a]

>Nosema|1168744 96/gbjABK30891.1| beta-lubulin [Nosema bombycis]

>Nosemaj110808651|gbjJABG91164.1| DNA-dependent RNA polymerase Il largest subunit [Nosema bombycis)

>Nosema|110808649|gbJABG91163.1] DNA-dependent RNA polymerase |l larges! subunit [Nosema spodopterae]

>Nosema|110808647|gbjJABG91162.1| beta-tubulin ]Nosema spodopterae)

>Nosema|110180495|gb|ABG54480.1| beta-tubulin [Nosema bombycis)

>Nosema|71836137|gb]AAZ42396.1| alpha jubulin [Nosema bombycis]

>Nosema|71836135|gb]AAZ42395.1| alpha tubulin [Nosema spodopterae)

>Nosema|71082701|gb|AAZ23554.1| DNA-dependent RNA polymerase Il largest subunit [Nosema plutellae]

>Nosemal|7 1082699|gbJAAZ23553.1| DNA-dependent RNA polymerase |l largest subunil [Nosema sp. PX1]

>Nosema|13274162]emb|CAC33859.1| RNA polymerase |l largest subunit [Nosema tynae)

>Nosema|22775487|dbj|BAC15534.1| elongation factor 1 alpha [Nosema bombycis]

>Nosema|14595977|gb]AAK68858. 1] DNA repair protein [Nosema bombycis]

>Nosema|9651779|gbJAAF91269.1| 20S proleasome alpha 5 subunit [Nosema sp.]

>Nosema|37499120jgbJAAQI1617.1] unknown [Nosema locustae)

>Nosema|37499119|gbJAAQI 1616.1| unknown [Nosema locustae)

>Nosema|37499118|gbJAAQ9 1615.1| group Il large subunit catatase [Nosema locustae)

>Nosema|16755644|gbJAAL28057.1]AF406785_6 caimodulin-dependent protein kinase [Nosema locustae]

>Nosemal|16 75564 3|gbJAAL28056.1|AF406785_5 unknown [Nosema locustae)

>Nosema|16755642|gb]AAL28055.1|AF406785_4 pyruvate dehydrogenase E1 beta subunit [Nosema locuslae|

>Nosema| 1675564 1|gbJAAL28054.1|AF406785_3 pyruvate dehydrogenase E 1 alpha subunit [Nosema locustae)

>Nosema|16755640|gbJAAL28053.1)AF406785_2 checkpoint protein kinase |Nosema locustae]




>Nosema}16755639|gbJAAL28052. 1]AF406785_1 unknown [Nosema locustae]

>Nosema|6063008|gb|AAF03091.1]AF 144035 _1 transcription initiation factor TFIID [Nosema locustae]

>Nosemal2197028|gb|AAC4 7660. 1| mitochondrnial-type HSP70 [Nosema locustae]

>Nosema|2197027|gbJAACA47659.1[ unknown [Nosema locustae)

>Nosema|30088590|gbJAAN35161. 1| beta-tubulin [Nosema locustae]

>Nosema|12083879|gb|AAG48935.1JAF 190772 _1 beta-tubulin [Nosema locustae]

>Nosemal4092885|gb|AAD12605.1] RNA polymerase |l largest subunit [Nosema locustae]

>Nosemal4079679|gbJAAD04234.1[ translation initiation factor 2 gamma subunit [Nosema locustae]

>Nosema|1755092|gb|AACA47419. 1] alpha-tubulin [Nosema locustae)

>Nosema|264 1235|gbJAABB6863. 1] actin [Nosema locustae)

>Nosema|2245600|gb|AABE2549. 1 glutamyi-tRNA synthetase [Nosema locustae]

>Nosema|2245598|gb|AAB62548. 1| glutaminyl-tRNA synthetase [Nosema locustae)

>Nosema|51859621|gbJAAU11093. 1| unknown [Antonospora locustae)

>Nosemal51859620|gbJAAU11092.1[ unknown [Antonospora locustae]

>Nosema|51859619|gbjAAU11091.1| class-ll photolyase [Antonospora locustae]

>Nosema|51859618|gbJAAU11090.1| putative hydrolase-like protein [Antonospora locustae]

>Nosema|5026 1965|gbJAAT72743.1| translation elongation factor 2 [Antonospora locustae]

>Nosema|5026 1963|gb]AAT72742.1| 60S nbosomal protein L10a [Antonospora locustae]

>Nosema|5026 1961|gbJAAT72741.1| deoxyuridine 5' tnphosphate nucleotidehydrolase [Antonospora locustae)

>Nosema}47156903|gb]AAT 12296. 1| chromosome segregation protein [Antonospora locustae]

>Nosemal47156902|gb|AAT 12295. 1| phospholipase D [Antonospora locustae)

>Nosemal47 156901|gb|AAT 12294. 1| beta transducin repeat containing protein-like protein [Antonospora locustae]

>Nosemal47156900|gb|AAT 12293.1] DNA repair helicase RAD25 [Antonospora locustae]

>Nosemal47 156899|gbJ]AAT 12292. 1] hypothetical protein [Antonospora locustae)

>Nosemal42416977|9bJAAS16360.1| translation elongation factor 1 alpha [Antonospora locustae]

>Nosema|598336|gbJAACA4 1564 .1| isoleucyl-tRNA synthetase

>Nosema|986926|gb/AAB12038.1| beta-tubulin

>Nosema|986924|gb|AAB12036. 1| alpha-tubulin

>Nosema|1452396 17|ref|XP_001392455.1| hypothetical protein An08g03390 [Aspergillus niger]

>Nosema|151302943|gbJAABS54170.2) Hypothetical protein C44E4.2 [Caenorhabditis elegans)

>Nosema|134076966|embJCAK45375.1| unnamed protein product [Aspergillus niger]

>Nosema|29691978|dbj|BAC75455.1| putative spore surface protein [Microsporidium sp. TB-2M-H}

A-14




APPENDIX B

RAW DATA
Header Description
Sr.No Peptide number
File Name Scan number, charge value (Z) at end of f/n
(M+H) Parent m/z value (MH+)
M (M+H)-M
ACn Error
XCorr Fitness match; numbers >1.5 are significant
Sp Highest peak in given spectra (m/z)
RSp Repeat of Sp
Reference Organism
No # of appearances
Peptide Sequence
AA Amino acid length
ID# Gene Bank ID
Protein Corresponding protein
PP Peptide prophet score

Test 5 - below detection limits
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(M+H) "M [*Cn [XCorr|Sp [RSp |Referanca No [Paptide (A [iDe [Proten PP
09:04-14 3617 3617 2 out | 1790 9] 0 355[ 0 62| 3 08] 665 O[Nosema SYELPDGQVIKIGSER 16| AABB6863 1 actin 9914
414 724724 Jowt__| 858 5] 1483 005} 307] 404] 0w ELKDLLK T{NP_ 148520 457C 9624
-04-14 989 989 I ot | 1202 7] 0085] 0 26] 2 74| 569] 0 693V KFPTLEINK 0[HP_149688 225R 885
34144303 4303 3 out | 24 587/ 048] 27| 805]  ofiv L YICAAIM ETRHVTLINNLMK 2]NP_149698 235 505
0414 4904 4904 3 out 53] § 35| 249] 405 o[ivi [FILEVHLELLKNVSLNTK BNP_145484 Jo21R 755
414 5479 5479 3 out 36 548] 0 27] 247] 863 0[Nosama 1ISM*GVVGTGSPGTM'AVR 8]AAT12294 1 [beta transducin rapeat g proten-ika
0414 6205 6205 2 out 4 321 038] 247[ 43| 0[vE TILTTKVONINIEK 1495131 [050L
3414 4163 4153 2 out | 1490 8] 1528] 0 38| 231| 505]  0five 1[INVSVEFITLDK 49490 1 [027L
)4-14 3775 3775 3 out 761 1559[ 059] 224] 197]  O[Nosama 1| SIFOLFSEM KDHETFANELYYAALAR 54170 2___|Hypothetical proten CL3E4 2
3414 54235423 2 out | 1115 6] 1 1|QTAAGSGIALVK NP_14%622 1 159t
34-14 1256 1256 3 out | 1223 6} 0 EQKILHGAANR 1|ABO69713 1 |Sec6laiphs
)4-14 2568 2568 2 out | 1344 7 IENENNLEEIK 1[HP_149776 1 313
54-14 2873 2873 2 out | 16928 0 NYPTIQQEMKLLK 3[NP_14%675 1 2120
67]2007-09-04-14 6358 5356 3 out | 2198 2| 1 LVGYSVRFENVSSENTRLK 9{ABO60722 1 [unknown
)4-1475438 5438 3 out | 2855 4 NNY SOF VM"LLOIY GGWEKTLFDK 4| ABO69722 1
5£[2007-09-04-14 3349 3349 3 out { 2014 1] 1 MEMAFF LYLNDKRK 6]NP_149558 095L
)d-14 3733 3733 2 out | 1268 GKMANVVEDK 0{NP_143676 213R
)4-14 4201 4201 2 out | 1532 EMLLGTLMISLK 3[NP_149683 150R
)4-14 6416 6416 2 out | 70 IK ABM26977 1 RNA potymerasa Il largest subund
414 1 out NENMKYYR AAB62548 1 [glutaminyi-tRNA synthetase
-04-14 1114 1114 Jout | 114 KDAISKVLR NP 143485 1 [0221
63]2007-09-04-12 3844 3844 3 out 2 IGYGEQE SLPKEKTSFK ABE 26651 1 otain
25[2007-09-04-14 4453 4453 2 out | 1457 SIIAQVVSSITASLR AAZ23550 1 sipha-tubulin
34]2007.09.04 14 3188 3188 2 out | 1534 8] 1 1[MPFGLVNGPATF QR A]ABEZ26655 1 |pol polyproten
09:04- 3 out | 20081] 1 1|MNLKFIFPNVDTDINVK T[NP 149567 1 [134L
)4 2out | 161 1[VVIGKAGTGKSTLIR 6[NP 149538 1 [075L
34-1 ) out | 2850 6] 11 1Fm‘m~nvrrmc DNELWEVDLIGR 4[ABE26654 1 [pol polyprotemn
90]2007-09-04- out | 31026/ 0 SGANWVSE NIL QPADEGPILSLF GF SK 29|NP_620565 1 structural polyprotan
19[2007-09-0¢- out | 1205 7] 1 VDVSTATKIVK 1[NP_143685 1928
82/ 2007-09-04 2661 3] 1 MASE SYIGLSRQETYDLNIEVVK 4[NP_ 149788 1 |295L
135] 0 LINLLK NP_149877 414
994 4 3[MNNEALMR YP_308663 vP3 ]
4-14 5278 5279 3 out | 2310 1] 0828 04| 178 1| TGELAVADLGCGRM* SERHVHR 22|AAT12294 1 beta transducin rapeat contawng protewn-hika | 0 9981
38{2007-09-04-14 1187 1187 3 out | 1607 81 126] 043] 177] 16 NVLSM"WSQPSMRR 14[NP_149790 R27R
1312007-09-84-14 6012 6012 2 out | 1122 6] 0 867 0 63| 176, SLMGNCPSSVK 1[NP_149555 192R
44]2007-09°04 14 3880 3880 2 out { 1722 9] 0 507] 0 41| 174] 13€ JMENRINFRLWFR 3[HP_149761 298R
75]2007-09-04-14 4266 4266 3 out | 2544 1) 1044] 041] 174] 18 QREAYTSCLANLNVDMACLTK 21[ABV48892 1 |hypothetical spora wall protein
88{2007-09-04-14 5206 5206 3 out | 2856 4] 0 858] 0 43 174} 159| 1 386{Nosema CEILMVF STMPPQDQELIFKITNK 5]AB06ST22 1 lunknown
4]2007-09-04-14 813 813 2 out 1414] 06171 0331 171 0]NossmajNossmaiNosamajNosam: QNADHE K T1AA223550 1 2-tubuhn
16[2007-09.05-14 1117 1117 56 5] 0 433] 038] 169 0 693[KBVIKBV]IAPV]IAPY 4|CAMQTPYIOK 10]NP_851403 1 |non-structural otewn
7412007-03-04-14 5258 5258 3 out | 234 934] 037] 169] 16 Y 1|VLEIYCNVQNTLPPLPAGLSK HP_ 148485 022
32|2007-09-04-14 1855 1855 3 out | 152 [] 7| 168} 149] 0 693]iv 1|LKQLOVMIIEFM'K 4)NP_119554 B
30]2007-09-04-14 4636 4636 3 out 7 9 166] 564 o[iv I|MFQSSWIILLYK 2[HP_149535 0T2R
71]2007-09-04-14 4166 4166 3 out | 2270] 1362] 052] 166] 165 _ 0[Nosema 1|NIVSCSADGAPNM M- GKKNGCLK 24JABE27267 1___ [unknown
6[2007-09-04-14 3235 3235 2 out | 880 6] 1482] 0 39| 165 286/ 0 633(IV6 1|NFVKMNK _7[WP 1499021 {435t
61]2007-09-04-14 4939 4939 3 out | 2107 1] 1 638] 0 44] 165] 147[ 0693)Iv6 1|EDVSNTLKKLGF SGTVLNGK 20]NP_ 1436331 [176R
37|2007-09-04-14 2887 2887 3 out | 1601 8| 0 291] 043 163] 178] _ 0|Nosema 1[VNSADSFMINGRYK 14JABV48897 1 |hypothetical spora wal protewn
52[2007.09 0414 6289 6289 3 out | 34206 0 4 6 67] 1 603[Nosama 1|OYE GLLOFHMATMVDNDLSGQPQALQKSG] J0[ABMZ6577 1 |RNA polymerasa I largest subunt
782007-09-04-14 2982 2982 3 out | 2534 4] 097] 04 1|NPM*DTVQTLSVDVPVHKIGAIKR 24[AACAT659 1 Junknown
17{2007-09-04-14 3222 3222 2 out | 1160 6] 1411] 039 “2|TVENALGESK 1|NP_851403 1 |non-structural oten
26]2007-09-04-14 1544 1544 2 out | 1475 7] 0 987] 0 55] 1|AAELASENDITWR 3|ABE26655 1 a0
432007-05-04-14 2604 2604 2 out | 171 303] 0 41 | NVTMGINSKKNNSNK 5[NP 0662421 ¢ an
66]2007-09-04-14 4540 4540 2 out | 217 52[ 04 1| VKILTAYHIE TGHGSASNM™K 21[ABE26653 1 |pot polyproten
3{2007-05-04-14 2480 2480 2 owt | 736 21[ 03 A[IHK 6[NP_149680 27
82007-09-04-14 2387 2387 2 out 4] 04 1|FMKNFOSK 8NP _149843 380R
31|2007-09-04-14 1272 1272 3 owt 39[ 0 1|FLHEKMFDQSDK 12[1P_149891 4281
2712007-09-04-14 3004 3004 2 out ___ﬂD[_ﬁi 04 1[ISRRLTFIPLNR 12[AAT12296 1 segregation protein
47]2007-05-04-14 5233 5233 2 owt | 1773 8] 1515 0 &4 1|VFFEVFGEVIDGFIR 15{AB069723 1 [unknown
53]2007-09-04.14 5287 5287 J out | 1096] 1397] 0 42| [PTLESVNNSLEYLFIR 17|ABG69722 1
81[2007-09-04-14 6776 5778 3 out | 2653 4] 1 682| 0 39 1|LIADPQFRQALLNTAGS SIMYLSK 26|1P 1496181 [155L 9773
41]2007-09-04-14 5224 5224 3 out_| 16178] 0271/ 0 64 1|SIFNGPM'DF SIAFR T5[AAUT0093 1 |nonatructural protein 9611)
58/2007-09-04-14 6179 5179 3 out | 207¢ 4 1| TLVLKWIYKCMNTTSR 17[ABV48890 1___|nypothatical spora wall protamn 990€
83[2007-09-04-14 4800 4800 J out | 267 4 1|NVLTGIAVTGVAVLLFLLLMFKSK 26]19P 148800 1 [337L 57
29]2007:09-04-14 36713671 2 o0t | 1513[ 1126] 0 4 1[LILIASLVLLLF GK 14[NP 149676 2R 9812|
42]2007-09-04-14 2812 2812 Jout | 163881 1015] 04 1M AISFFSQTSYIIK TETP_143489 026R 9935 ]
52]2007-09-04-14 40624062 2 out | 1926{ 0487] 06 1|LDSYSLNFVAKHFLGSK 17]HP_149500 7L 0 997]
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Test 7 |
St No [File Name MeR] ['M__]"C No [Peptide AA D% [Proten ) PP

31]2007-09-04-15 310€ 3105 3 out | 1515 7] 0939 1| WHHTFYNELR AAB868631 _ [actn 09918
54| 2007-09-04-15 4049 4048 2 out | 1790 9] 0287 1|SYELPOGOVIKIGSER AABBEBEI 1 [actn 0 985
17[2007-09-04-15 1119 1119 2 out | 11716 0 386] 1|HKGVMVGMGQK AABB6863 1 [actin 9845
75]2007-09.04-15 6863 6863 3 out | 2232 1] 1 961 1[IDDF NRKLOEASIDPDAK AATT2743 1 elongation factor 2 9599
41]2007-09-04-15 6232 6233 Z out_| 1614 9] 0481 1[TILTTKVANINIEK 4]NP 1495131 0500 9575,
73(2007-09.04.15 2704 2704 3 out | 2190 1] 0678 1[TVGATOGGF HIANDF GSER T[ABMZ6977 1 [RNA patymerase & largest subunt 3344
_3@74 -04-15 2782 2782 2 out | 1344 7] 1 444 IENENNLEEIK 1|NP_149776 3130 731
32007090415 1534 1534 2 out | 15219] 0 158 | 1[MNKNGFVKIVLMK 3|NP_139866 [EN 1
2 ) out_| 1750 9] 1492] 1|DEDTFKTAILEDLK SINP_149585 122R 9025|

out | 1826 is_l 1|PEMDRILNLAE GLLNK 6|ABE 36638 1 oten 9535

ut_ | 1142 7l 538 1/KDIWSKVLR 0]NP_143485 1 9858

3 ot_| _ 2028} 1015] 031 1|L SFIHNDLHF DNVLICK 7[NP_149561 1 0 909

ot | 21089 11037 1[TKTVCE GEVMEE GHTGCGNK 26| ABM269T! RNA potymerase Il largest aubund 3645

Jout | 2029 7[ 043 | 1JFNVKYIKGEDNIADGCSR 18]ABE26653 1 |pot polyprotemn o i 707,

out | 2095] 1632] 037 KDFTLGVLRE SNSPWCSR 18[ABE26653 1 |pol pofyproten 846

out | 9614) 0498] 033 2[EASPNSDGGK 10]NP_049374 oten 996 1

- out_| 2265 2] 07" 7 TSVSTLCNMLGKVVTPERAMK NP_049374 en 0951
owt | 1377 7] 14 34 NENNSVGRTOMK NP_149530 067R 9937]

out_| 169 274 AGFPLSSLKPPGTSGKR ABCS5 164 1 [pohyproten 9953

out | 29022] 1056] 0 4 1 :l: ITNF SQDCVM VE YF CKDDENNDEK 5|NP_149886 1 [423L 9912

out | 15498) 0203] 03 94 NFNNGPE PKELYK 3[NP_149900 1 J437L 9595

& out | 10495} 1401] 032 o ofHv 1[VWEELKER 9|NP_1497501  |287R 982
ot | 1752] 1233 0.38] 2 303|KBVIKBVIKBVIKBVIKBV KBV 6[TAANGIERIPVLGEIAK T[ABNES472 1 |VP4 proten 9645

ot | 2415 2] 0 19] b 44] 33] 1 846Nosema 1| SNWOSGYEVIDILPDGFM™VK ABE26653 © __|pol polyproten 9534

out | 1236 687 04 1] 189! 0 693|BACV EGNTVM'LE SLK NP_620564 1 nonstructural polyproten 9701

out | 1495 8] 1807 038 1] _389] 0 693]iv6 TKSVSLVYEDLNK NP 149848 1 13850 583

out | 1640 8] 0 903[ 037 1] 112] 1 386]APVIAPY YVLDGANSAKYVR YP_001040003 1 767

out | 2256 1] 0435] 041] 189] 135] 0 693|MSCLT QTLMFSATFPOEVHHLARR 19[ABQ96192 1 fwasa 95 3¢

out | 2300 1| 0688] 037] 1 WIRMNSODF KDSILMLNTK 20[NP_ 1496111 _[148R 9548

X ot | 14377]0878] 042] 1 MTINGIMASIMGK 3[NP_ 1498971 428U 0998

A out | 1326 7| 0 865 034] 1 MLNFFSPTELK NP_1496421 |79 0 969
3416 6737 6737 3 out | 2035] 0 272] 0 38| EYVASYAELTSPFFGLLK ABE26653 1 |pol polyproten 09753
-04-15 60296029 3 out | 2596 4] 1974[ 0 4 | 8|VPCGIPSGSPITDILNTISNCLLIR ABMB4819 1 |polyprotein 1]

417441743 out | 3097 5] 1285[ 05 SIFDLF SEM"KDHE TFANELYYAALAR AABEA170 2 [Hyporhet.cal proten C4E4 2 0955

63096309 2out | 11537] 046] 03 LDPALTLILK O[NP 1496201 [157L 9897

418 42214221 30w | 2634 5] 1789 04 IDTPKLLE YM"WSLFPNIAIK 23[NP 1496721 [200R 9943
92]2007-0904-15 4501 4501 3 out | 2706 4] 0484[ D 44 ISGEEICTSM EPRLWKIVGSLVSR 2‘_51_»554170 2 |Hypothetcal proten CA4E4 2 9348
24]2007-09-0415 67216721 2 out | 1405 8] 1162 037 1| KOKNSFMPYVK 12[NP_129647 1 |184R 9899
415 2895 2895 2out | 7005 044 03 TVDiK ABMZ26977 1___|RNA polymerase Il largest subunt 9958

415 6297 6297 2 out | 1076 6] 1 346] 0 36 1[GAVKSIGMDK NP_1496721 _ |209R 9595

)4-15 2963 2963 3 out | 254 1071 7 1|NKFHLTSF SSGCDLOKE VECLR 22| ABVaB890 1___|hypothetical spore wall proten 9717,

4 415 33793379 Jout | 17 633[ 04 1|PHIPPFTKILSLLK NP 149835 43R 9645
49/2007-09-04-15 4353 4353 2 out | 17. @' 4 1[MIENRLNFRLNFR NP_149761 298R ) 9847)
46]2007-09-04-15 839 839 3 out 7 298| 1]IVENLYLGNIGNGIR 15]NP_149586 12R 9714
84]2007-09-04.15 4692 4692 3 out_| 2 71 1|EFEMALPIDSAYTARM LRAASR 23|AAT12295 1 phosphotpase D 9719
28]2007:0904 15 6108 6108 2 out | 14 033 1]LDIAVEDRAPKVK 13[NP_1498511  [388R 9539
12|2007-09-04-15 4018 4018 2 out 29 05 1[PLKSILYR ABQES724 1 Junknown 9934
32[2007-09°04-15 2715 2715 Zout 177 T|AMEDATVRLDGSVR ABMZ6981 1 |RNA polymerase K largest auburd 9727
61]2007-09-04-15 6811 6811 2 out | 1947 8] 1518 1|FNEQCGREM EVLMSMK 7[ABVABI00 1___[hypothetical spore wall proten 9551
35]2007-09-04-15 7574 7574 3 out | 1559 8] 1454 1[MDETQALLYKFK 3|NP_ 149668 1__ [205R 3590
2007-09.0415 3489 3489 20ut | 880 5| 147) 0 44 1[NFVKMNE 7INP_149902 4390 9531
26]2007-09-04-15 7500 7500 3 out | 1407 [ 1[INTPMAQDTSSAR 14]NP_066242 capsid proten 9576
11]2007-09-04-15 1999 1939 2ot | 10786) 04 1|[REQNTKFR 8]AALZ8057 1 AF406785_6 calmodulin-dependent protem | 0 9975
93[2007-09-04 15 6079 6079 3 out | 2055 4] 0 24 T[NNYSDFVM'LLDIYQGWEKTLF DK 4] ABO69722 1 3664
98[2007-09-04-15 4499 4499 3 out | 3019 5] 0 255] 0 4 |FDSNSISP GTE FMHNLGRYIDIHIKK 6[NP 148475 1 120 899
40[2007-09-0415 5296 5298 2out | 1613] 115] © 1[WVIGKAGTGKSTLIR 6]NP_149538 1 75L 9884
45[2007-09-04-15 40714071 2ot | 1712 54_§+ A 1[QALLNTAGSSM YLSK 7[NP_149518 1 551 706
1620070904 15 875 875 3 out__ | 1165 6] 1476 0 35] 1[KENNEYGIK AEVAB834 T |nhypothetical spore wall proten 719
4312007-09-04-15 4248 4245 3 1[RSVLINGTKQVVDNK 15[ABE26650 1 |pol polyprotem 9928|
2007-09-04-15 1923 1823 A[mHK NP_149680 170 9539
-04-15 2284 2284 4 I[FMKNFDSK /NP 1496431 |300R 0991
62|2007-09-04-15 4825 4825 4 1|SAFLKLVEVDHEGHTR 17]NP_149687 24L 09563
—3]2007-09-04-15 2531 2531 | ¢ 1[TVOOTVR 7INP_1485721  |209R B 09977}
29]2007-09-04-15 3382 3382 1 1[ISRRLTFIPLNR 12[AAT1229 1 c segregation protem 09737
19]2007-09.:04-15 1930 1930 2 out | 1199 7] 1982 0 4 [KVNIGHKDIK 96741 |210L 09979
97]2007-09-04-15 4985 4985 3 out | 2907 5] 0 537 1| SISCWIPNMTWSSLNLF NONISYR 97471 __|219R 09754
81]2007-09-04-15 4897 4897 2 out | 2337 3] 0848] 0 4 TELGNHIEDGKLKIDTISLK | 21]ABE26651 71 __|pol polyproten - R
80[2007-09-04-15 5596 5596 2 ot | 2304] 0462 0 & TSLEYDEFMEMFMVEKVK 21[NP 1496121 [19L 9799
99[2007-09-04.15 6639 5639 Jout | 30415] 1 108 04 52| 184 0{Nosema QKGTGKECVLEAVSLSSPAVSIMESTFSR | 291AB0O69727 1 9797
7]2007-03-04-15 3259 3259 2ot | 999 5| 1293] 0 44| 151] 318 0 693[IV6 [PSDPOTVR 9INP_1499011 _ [438L 9973
82]2007-09-04-15 4889 4889 2 out | 2367 2| 0448| 0 48] 1 5] 125] 0 693|Nosema [ELSTRDLSQINPYIYNDGR 20]BAF76326 1 heat shock proten 70 1




|Test 8
ScNo [Fie Neme (M+H) [ [Cn |XCon [Sp |RSp |Reference No [Peptde AA D% JProtan PP
39]2007-09-04-16 2749 2743 Jout | 15157, 0603 0 71] 333|123 0[Noseme 1|WHHTFYNELR 11[AABB6863 1 [actin 9843
13[2007-09-04-16 1653 1653 2 out | 11 037/ 069] 314] 8 0[Nosema 1HKGVMVGMGOK 11]AAB86863 1 [ectin 9569
—_6)[2007-03.04-16 3497 3497 2 o _| 17K 1971 063 3 08| 604 0[Nosama 1]SYELPDGQVIKIGSER 16|AABBESE3 99568
__32]2007-09-04-16 4168 4168 2 out | 14 091/ 053] 27| 620 0{NosemalNoseme{Noseme|Nosame[Hosemd S[IAQVVSSITASLR 4|AAZ23550 1 2-tubulin 1
6]2007-03-04-16 54815481 3 oct_| 17 §18] 03] 241] 537]  0/BOCVIBOCV 2|LDAGYVOTETKEAK NP_620565 1 [structurel potyprotemn 9869)
)4-16 2656 2656 3 out | 1756 8 1 619] 0 44 95 o{VOVIVDV1 2|RSSLECQYIEPSTSR YP_145791 9558
80[2007-09-04-16 4145 4145 3 out | 2440 2] 0085 36] 31 0[ive 1|VIPFESTFKDSIDDISLEE OK HP_149647 9966,
)4-16 2384 2384 2 ot [ 1344 7] 1254 34] 35¢ oive 1IENENNLEEIK HP_149776 13130
- out 77 876 25] 4 0{NosemelNosemaNosame 3IREEYPGR AAN3S161 1 [beta-tububn 9515
- 06 Jout | 1962 1031 22 1|EEQASNLTDKTDGLERR 17| ABE26650 1 lyprotan 999
3416 6206 6206 20t | 1115 6] 0 24] 0 39| 1]QTAAGSGIALVK [ 12|NP 149622 1169 960
3416 54325432 3 out | 307 3] 067 1[SEWENNFTYAGNNIGCTKEME SOMIR_| Z8]NP_143492 1]029R 9843
)4-16 1506 1506 3 out | 119 3 04 1[CIM*AVYGKYK 11[NP 143638 1 [172L 0984
)4-16 5303 5303 2 out | 1614 99] 034 1[TILTTKVONINIEK 14]NP_149613 1[050L 0 9591
D416 3440 3440 3 out_| 1956 1] 0 397] 0 38| 1|FPILFYGFKNNIKINK 16]HP_149571 1]108R 0 9843
D416 5695 5595 2 out | 1492.9) 1 996] 0 34 1[VLONRHLGSIKLK 13[BAF76326 1 |heat shock proten 70 0 965
04-16 5469 5469 3 ot | 3105 7104 9[IF SISPVQFTIPFRQYYLOFMFASYR 26{ABQ 16545 1 [polyproten 9622
3416 730 730 2 out 862 76] 02 7{ABO69713 1 |Sec61aipha 9932
3416 6136 6136 2ot | 1265 7] 0 172 0 IGNR 1]NP_149617 1]149L 9865,
3416 3872 3872 3 ot | 2988 8] 1 465] 0 36 FUGLDENNSIGCILMSYK T|NP_149650 1[195L 0976
34-16 5245 5245 3 owt | 1538 7|_1 98] 039] TGSPGTM'AVR B]AAT12234 1_[bete transducin rapest conter en 0984
34-16 6020 6020 3 out_| 2476 3| 1 766] 0 61 1|LNGSM'LLLAIKDEELE SEKEK 22]NP 149683 14208 9664
}4-16 3843 3843 2 out | 1677 9] 1 393] 038 1| GPGNDMVKKALGYSLK 16[NP_149851 1]388R 9342
J4-16 1126 11282 ot | 800 48] 03 1]RIDAGR T|AABE5663 1 [actin 974
3416 1276 1276 3 ot 31] 1|KDIAISKVLR O[NP _ 143485 110221 9704
D4-16 5993 5993 2 out | 38] 1|KLDELRNIAR 0]P_149695 1]232R 9964
)4-16 1534 1594 3 out | 1| QIDRMVIGFKPK 2[NP_149475 1]0121 974
0416 3320 33202 out 1[FIPNCSSIMEPTR 4|ABE26652 1_[pol potyprotemn 9831
3416 6147 6147 2 out 1]VDVSTQTKTVK 1INP_149655 1]192R 9727,
3416 4220 4220 2 ot [ ¢ 4 1[TAEGTIVWRKVITSYSSK structural polyproten 0994
D4 ot | 26364] 0679] 635 192[ 173 5|Nosama 1[NTNRSVTF IKGELOMCSVINIR _[unknown
)4- ot | 8925/ 0837]034] 19[ 183] ofuv 1]ETVGVLFK 307L 990
D4- out | 25691} 109104 g{_'n v TGEPYICFIDTCNKHIMYOF QK 085L 979
4 - out | 29394] 0 362 89] 176] __0[ivd WEMNOKTAF MGINIKDE GPSNVIMIK T[271L 974
- ot | 86 477] 04 68] 262]  O)uvd KFEFAK [216R 0968
0414 out_| 14% 34| 038 168] 69] 1792/ IVEIVEIVEIVE 4|MAPAATVGAVATLPVK 1 [449L 0984
- out | 168597 1855] 034 185] 338]  0juve MCHLRFKIFYLSK 46R
25120070904 out | 1236 6] 0 951 84] 139] 1 366[Nosama EM"AQKAGEKTK unknown 977
73]2007-09-04- 3830wt | 2029{ 0611 83| 506 O[Noseme 1JFNVKYIKGE DNIADGCSR olen 981
6912007-09.04- 34 3o | 1957 91 0843] 0 48] 1862 0[DWVIDWVIDWVIDWVIDWV 5 [M EFTDQDK SGNTVKWR oten 964
62[2007-09-04. 56 Jout | 2556 1] 129] 04 2] osv 1|REM"GSPDSDGGKGOSVVAGSDNPHR | 26{AALT9021 1 |AF469603 1 oten 9503|
47120070904 342 ot | 1630 8] 0 366] 0 39] 161] 304] 1099[Iv6 |GENMUESHNMLR NP_143463 1 [468L 907
74]2007-09-04-1 36 3 out | 204 1042] 0 51 1] 206] 0 693|Nosama 1IELSQADSTRIKALVELR 18|AACAT660 1 |muochondnattype HSPT0 9862
—_ 12|2007-09-04-16 3457 3457 20t | 11027 043] 04 V8] 409]  O]Nosama [PLKSILYR ABO69724 1 [unknown 995
__26]2007-09-04-16 975 9153 out 36077 0254[ 034 179] 293]  GlNosema 1|EWEAVVKRMGR 11[AAC41564 1 [isoleucyl-tRNA synthetesa 951
—57[2007-03-04-16 5360 5900 3 owt | 1734 9| 1067] 0 42| 176 297] 0 693[IV6 1| DVPIGNDF DKATITTK 16|NP_149798 1]335L 964
512007-09-04-16 4094 4094 2 ot _| 2045 3] 0 133] 051] 1 76] 260  0|Nosema 1|RLLNTILGIHLKGITNIR 8[AAD17605 1 [RNA se 1l largest subund 962
8/2007-09-04-16 1096 1096 3 out | 1156 5] 0 484] 0 37] 175, 0|KBVIKBVIAPVIIAPY 4[CAMDTPYIDK 0[P _85140 1 [non-structural oten 98)
862007-09-04.16 40134013 3 out | 292 9721 049] 17 (Y 1|MGISFCPPICGNSPF F ITF SKLNSVSK T[NP 149615 1]152R 9542
£9)2007-09-04-16 3677 35772 ot | 174 408[ 047 T73] 247 IV 1|NCQEKETIYSONFR 14[HP_149560 1[037L 962¢
60[2007-09-04-16 5181 5187 3 ot | 174 896] 036 17 IV 1[IFYLSKVNMLCQYK 14[NP 149711 1[248R 951
64]2007.09-04-16 3945 3945 Jout | 1822] 1426 044] 172] 93] 1609 1|LSNLLKMPKFNCEIR 16{ABO69727 1 [unknown 95
7|2007-03-64-16 1097 1097 2ot | 998 5] 1378 042] 171] 123] 2 197|DWVIDWVIDWVIDWVIDWVIDWVIOWVID] 41]ANESFKM'R ABME4852 1 |polyproten
62|2007-09-04-16 6055 60592 ot [ 1763 1] 159|041 171 241 1| RMFVLAVIVLFLITK T5|AALZ8057 1_|AF406785_6 caimodulr otar] 09956
37]2007-09-04-16 3734 3734 2 ot | 1498 8] 0 246] 046 169] 641 |EFICYREGIKK 12{NP_149500 10370 1
77]2007-09-04-16 5660 5660 3 ot | 2112 1] 1506] 0 47] 163] 127, 1/I0YGIE QE SLPKEKTSFK 18 otan 1
43]2007.09-04-16 4823 4823 3 ot | 1666 46| 0 43] 168] 22 1|DINVASYSPVGASRCK T6{NP_149662 1[195 0964
17]2007-09:04-16 1886 1886 3 ot | 1144 171 035] 167 234 1|WSELPLEDR 401R 9929
67]2007-09-04-16 5576 5576 3 out 658] 041] 167] 94 1] YHKLNINPVKLFIDPK 16) ABE 2¢ pol polyproten 9842
79]2007-09-04°16 3982 3962 3 ot | 2 741 052 _166] 138 1¥MYLSAVNFODELFOVENAR T9iNP_14 1071 9626|
66/200709-04-16 4039 4039 2 out 688[ 0 44| 165] 100 1|NPHVDEPAF NVNEIMGR 17{NP_149612 1]14% 9705,
48]2007-09-04-16 61016101 3 owx | 1664 8] 1886| 047} 163] 150 cvV. | AKVEGSNGVPEAYE SK T6]NP_5620564 1 Jnonstructurel oten 0992
10[2007-09-04-16 2675 2575 2 out 643 041] 162 610 T[LLWOWLPK B[NP_149515 1]052R 9836
42|2007-09.04-16 2515 2515 I ot | 1584 9] 127] 04} 159 178 1|GSLRAQUAEEEIR 49 9658
9[2007-09-04- 54 1654 3 out_{ 1049 6] 093] 037] 1 56 131 1|ECKDNRFK 1 {388R 9814|
21[2007-03.04 1013 3 out | 1154 6] 0 602 1 1|AYPTSEERNK hypothetical 5pora wail protain 9575
03-04-16 4575 4575 2 ot | 1463 8] 1773 7 1) SUTNPOSYVLNLK 3[NP_149568 1]125L %71
6263 6263 3 out | 1408 6] 1287] ¢ 08 YIDTPM-AQDTSSAR A[AALDS919 1 capsid otan 0 973]
867867 Jout | 1610 9| 1061 9 1| ELASKMHUKIEAK 4]ABOG9TI5 1 9924
16 3670 3670 3 out | 2127 3] 0 261) C B 1|LLTUSAILCSIFISFLFI T9|NP_149749 1| 286L 9526
3097 3097 2 ot | 880 5] 1336 [NFVKMNK IP_149902 11439 9675
2475 2475 3 out | 1666 9| 0 939 1|QSKACTYGFDKPTK 15]NP_149717 1]254L 9@
6[2007-09-04-16 1641 1641 20wt | 9515] 0 562 0[Noseme 1]HVKGYKDK ABOGI717 1 [unknown 0992




Test 9
St No [File Name (MsH) ['M__[*Cn_[xCorr [Sp Ho [Peptide AA]Ds TProten PP
—__48[2007-09-04-17 3955 3355 2 0w | 1790 8] 0 521 58] 719 7|SYELPDGAVKIGSER T6|AABB6863 1 Jactn 1
1]2007-03-04-17 3045 3045 3 out 5157 0 261 78] 934 I[MHHTFYNELR 11]AABBESE] 1 Llchn 9962
29|2007-09-04-17 5232 5233 2 out | 148, 706 4] 15 T[VLDNRALGSIKLK 13|BAF76326 1_[heat shock proten 70 9376
1]2007-09-04-17 1066 1066 2 out | 1171 028 1] 654 1 HKGVMVGMGQOK 11[AABB6863 1 {actin 9823
5]2007-09-04-17 3018 3018 I out | 1559 8] 1564] 04 28| 581 1JM*DETQALLYKFK 13[NP_149668 1]205R 9913
54[2007-09-04-17 3441 4441 2 ot 1932 1 4 3| 167 §|AFFGEAFNDLKTLM'RR 17|NP_853560 2 Ipotyproten 9973
26{2007-09-04-17 3579 3579 2 out | 1377 388 7 1JNENNSVGRTOMK 12{NP_143530 1]067R 9837]
2[2007-03-04.17 1405 1405 1out | 7154] 003 7 1[NHIDK 6]NP_143436 1]032R 1
71]2007-09-04-17 4914 4914 I ot | 243 4 15] 325 1]YSCLEPYISSLINIERGOLK 21]NP_149902 114390 1
44[2007-09-04-17 4080 4080 3 out [ 174 3 421 214] 637 1|EEDEVYDFANNFVR 14[NP_149731 1{268L 9853
50[2007-09-04-17 6442 6442 2 out | 181 0 7 14] 327 2|FMSSLIECDKVEACDK 16{NP_851403 1[non-structursl polypeoten 9834
39]|2007-09-04-17 5403 54 oul | 1614 272 1 06| 641 1| TLTTKVONINIEK 14[NP_149513 110500 9593
78/2007-09-04-17 5234 5234 2 owt | 2851 4] 0 856 3 3] 191 1| YAGF SELTLINVIVF SSIYEDSNNR 25[NP_149535 11072R 1
82{2007-09-04-17 13 out | 2927 6{ 0 828] 0 61 [ 148 1| QLVTYHHTMLKVIGRE LWIMFK 23[NP_143834 1[4310 0 9665
1]2007-09-04-17 2633 2833 10wt | 700 9271 018 193] 414 1]VXDIK ABM26977 1 [RNA polymerase I largest subunit
£1[2007-09-04-17 3468 3468 Jout | 1826] 0879] 038] 199 343 7|PEMORILNLAE GLLNK 16{ABB6638 1 |polyprotam 994
30/2007-09-04-17 4321 4329 2 ot | 1498 197} 0 33; 98] 679 e 1|EIFICYREGIKK 12|NP_149500 110371 3982
65[2007-09-04-17 4184 4184 3out | 2293 492] 047 7] 371 1 TLMVDLEPGVIESIKNSEYR AAC47419 1 {aiphs-tububn 568
80]2007-09-04-17 4287 4287 Jout | 28554] 0313] 04 7 7 1]NNY SDF VM LLDY QGWEKTLF DK 4]ABQ69722 1 junknown 391
6212007-09-04-17 5631 5631 3 out 2197] 0 562] 0 43 35 20 I 1[MPFFQDILFYPM"M"M*IPK 0]NP_143516 1]053R 9834
75]2007-09-04-17 6874 6874 3oul | 27548 17] 054 3] 1.792]mve T[VTLLLLLIAVLLLLLIFM*KVCK QK 5INP_149679 11216R 0977]
24]2007-09-04-17 4248 4248 2 out | 1285 7} 0 584] 0 55 1.9[1203 UA% 1|EAQKIEKIGNR 1]NP_143612 111490 0 9686,
2007-09-04-17 1592 1592 1out | 7304} 0933] 026] 188 219 Vi 1[NLNVDR 6|NP 143681 1]218R 1
19[2007-09-04-17 B60 860 2 out 142 7} 1089] 0 36 36| 300] 0% 1KDIAISKVLR 161-NP 143485 1]0221 9882,
68]2007-09-04-17 5996 5936 Jout | 2310 17 0 542] 0 37 36| 392 Nosema 1|TGELAVADLGCGRM"SERHVHR 22[AAT12294 1 |beta transducin repeat contanng proteny 0 9934
42]2007-09-04-17 2829 2829 2 0wl _} 1719 9, 1 7 85] 280 ABPY 1[NVTMOINSKKNNSNK 15[NP_066242 1[capsid proten 9967
5712007-09-03-17 2732 2732 3 out | 2037 1 3 7 84] 351] 0693]Iv6 1 YQGLAKPINIVTE SNAYR IBINP_149612 1]149L 38
20§2007-03-04-17 8684 884 3 oul 1156 51 0 459] 0 45 1 272] 0 693 KBVIKBV|IAPVIIAPY A|[CAMDTPYIDK 10[NP_851403 1 [non-structural polyprotemn 3954
83]2007-03-04-17 3454 3454 3 out | 2933 9%] 04| 17 B4 Nosema 1] KYDCVIDEAHERSLNIDILLG YLK 25/AB0O69722 1 [unknown 397
56{2007-09-04-17 1755 1755 3 out | 1987 9] 0 667) 0 44] 17 6 Ve 1]OMKF GCHEYIEFGKQR 16]NP_149538 1[075L 9578,
14[2007-09-04-17 1179 1179 2 out | 1074 566 17 28/ Nosema 1/ENNVADGLSR 10[ABE26651 1 [pol 9%7
462007-09-04-17 2931 2931 3 oul 177 024 177] 470 0[Nosems 1L YVGNVEF PLLAKNAK 16[ABE27268 1 [unknown 9978
32]2007-09-04-17 2644 2644 2 out | 151 1356) 045] 174] 361 NosemajtiosemajNosemalNosemaNoset 7IAMEDATVRLDGSVR 14]ABM26981 1 |RNA polymerase H targest subunr SE(
712007-09-04-17 849 849 1 out 1 0011 03] 171] 216 b 1|NISNLKK ABE27266 1 |unknown 1
8412007-09-04-17 5206 5206 3 out 2% 159[059] 171] 171 [ MLLLFFHTFLCHTFLCHTFNLLNYYF K 26|NP_149634 1[171R 9778
11}2007-09-04-17 2320 2 out 165 1363] 04] 169] 301 IVE 1|FMKNFDSK NP_149843 1[380R 9591
34]2007-09-04-17 4161 4 out 24 5] 1065] 04] 169 Iy 1]SLGVVNE QLKVNPK T4[NP_149859 1]396L 994,
25[2007-09-04-17 3806 3806 3 owt | 1292 7] 1604 038] 168] 262 1033/ABPV 1{KVDVVNAF GE SK 12|NP_066241 1|raphcass polyprotam 992
28]2007-09-04-17 5031 5031 2 ot | 1488 306/ 041] 168] 1099]1V6 1|ELYKLWIDALPK 12|NP_149900 1]437L 9613
47]2007-09-04-17 3276 3276 3ot § 1778 26{ 041] 168] 5 1}SVIEDTGYFYDLLKK ABE 26655 1 _|pol polyprotemn 99¢
5612007-09-04-17 5284 5284 2 ot | 1347 4521 048] 166] 128 1]FNEQCGREM EVLMSMK ABVA8900 1 |hypothetic al spore wall protein 98
70 7-09-04-17 6009 6009 3 out | 242! 59| 04 66] 267] IV 1JHVLDVAMLASSEGVSVYFNDKK 3|NP_14: 110450 956
4 7-09-04-17 1918 1918 2 ot ™ 228 042 65] 21 (0 1}IIHK 6{NP_149680 1]217L 1
1312007-09-04-17 7143 7143 2 ot | 107! 03] 7] 65] 37 Vi 1LLWDWLPK B|NP_14 1]052R 9954
61]2007-03-04-17 1736 1736 30wt | 2149] 1669] 057 165 Wi 1[MPFFQDILF YPRMMIPK 7[NP_149516 1]053R 9808
73j2007-09-04-17 4210 4210 3 out | 261 647/ 043 25¢ v 1EPTILPPIKLE QIAYIRAGDEPR 23[NP_149664 1]201R 9854
33]2007-09-04.17 4105 4105 2 ot | 15229] 0507) 039] 164] 4 Y JALFKLNDILFTLD 3[NP_149905 1 [442( 9819
45{2007-09-04-17 5454 5454 2 ou 15 409/ 044] 1 0 693V 1{GHONLYKNM ILYIK 5|NP_129751 1]288R 0 975
41)2007.09-04-17 5540 5540 2 ot | 170 2/ 04 16] 2 1JAIEEIVIVKHGIPQR 15| ABE26654 1 poiyproten 9852
79]2007-09-04-17 3026 3026 3 ot § 2854 4] 1546] 0 16] 109] 0 693[Nosems 1[NLGLYM*PVOQWEFSRLNM'PDALLSK | 26[AAB62548 1 {giulaminyltRNA synthetase 9925
74]2007-03-04-17 4939 4939 3 ot | 2653 4| 042] 158] 135 0]BACV 1] VKFATNHVSRLM'LLNHVQCDIAK 24|NP_620565 1 {structural polyprotan 997
17]2007.09-04-17 2805 2805 2 out | 112 9 56] 25 [J(0% 1M TTONPFIR 10]NP 149639 1[176R 998.
60]2007-09-04-17 3062 3062 3 out | 211 96] 04 5] 173] 1099[Iv 1|IRLAVLVDIEKE VSFLOR 18[NP_149615 1]152R 9923}
007-09-04-17 3378 33782 out | 88 112 54] 287] 06930V NFVKMNK TINP 149902 1[439L 9955
40[2007-03-04-17 4 03 2 out | 166 1 4 4] 8 386/ VDV1[VDV1 2{PVCNRSPM'LLFKIK 15[YP 145791 1 |polyprotesn 986
007-09-04-17 2706 2706 2 ovt | 858 5| 0538/ 046] 152 27 o[V T]LTNKNLR 7[NP_149647 1] 184R ]
4912007-09-04-17 4460 4460 2 ot 181 289 1 22 0]V 1{FEEALSAQFQIRSRK J5|NP_143612 1]149L 0 9305
16]2007-09-04-17 1838 18382 out § 1113 532] 046 i 154 OJIvi 1[KILDIPKMR §TNP 149707 1]244L 0 9505]
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Test 10|

Stho [Fila Nama

102{2007-09-
79[2007-09-

9[2007-09-

39]2007.09-

|

o
3

1[IKVIQEVQIDILEK
A[TEVMDPAPCEYVANLFSYWRATMCYR

No[Paptida AAJiD® [Protem
out 1| SYELPDGAQVIKIGSER 6[AABBEB6I 1 actm
out 1[WHHTFYNELR 1]/AABB686 1 |actin
out 1[TILTTKVQNINIEK 4]NP_ 1495131 |0s0L
out 14{FPGQLNADLR 0[AAZ23552 1 beta-tubuim
out 1]EIQUMKNILK O0|NP_149723 1 |260R
 out | 1HKGYMVGMGQK 1|AABB686I 1 [actin
out 4[ABE27269 1 unknown
7]YP_308662 1 |vP2

1[EEDIEKTAFACREGLFEFLR

1]IENENNLEEIK
1[NAERFVEVLK

40/2007-09-

82]2007-09-

1| VNGKPEVCNIARLVINK
2|RSSLECQYIEPSTSR 5
1|ViPFESTFKDSIDDISLEE QK 1[NP_14964 18R
INMLEIRNKTPSK 2]ABE26651 1 pol poiyproten
20/ AAT12293 1 ONA repar helicase RAD25
12[AAT12235 1 phospholipase D
97311 J268L

heat shock proten 70

454R

1[DLOM*NITKYHL QPLFNKLLDEEAK
B|LPGMTMKE SFESQVNYVLNKAR

RNA poltymerase il largest subuntt

1JCAKGCCILNF TNEIHHFKNK

fa1aL

PEMDRILNLAE GLLNK 38 1 m

2{LAVNMVPFPR 11 beta-tubuim
AGNDDF TFGWLIGTPQTQGTRTETK 421 capsid proten
MVCEDCNNRQPVIKK ase N lacgest subunit| (
PFFFMENDSEYDQEL MRLKDVLNR

1]NNIDVTKNNUYLNOL STVSIDDLGEK

1]ENF GSICGTADVDEDSYEEKK

5| PVTAAVKWEF ADIVGGVAAIF GWSKPR VP4 proten

1LKTFNDYRHSLEPQFFAVAIYDTDNAK

2|TLWADLORVGSEISTSVK

1]IFGETLDNAVGNCLDKAARILK
WGSASDQIAQWPTISVPRGELAF LRIXDGK oten |
KLDMGAKEYSLMGLLSK RNA polymerase U lacgest subuntt
SLGVVNE QLKVNPK 396L

SIFOLFSEMKDHETFANELYYAALARILK

Hypothetical proten CA4E4 2
en

1]2007-09- 14

21]2007-09-14
47[2007-09-14.

2lelelels a|§'§ 33353333 333333333333333333333338 §|§'§|§|§ 338433

4[PVASTTSTEVLVYM'R 17[NP_049374
NGGYPNLETFKVSRR 15]NP_149722 259R
1JMNLKF IF PNVDTDINVKNK 19[NP_ 149597 1340
1 1]JEDDESEKNDDK 11]ABV48893 1 hypothetical spore wall proten
2103 2103 1JLMLLKDYF QTSGLVK 15]NP_14989 428L
1770 770 3 o - 2]SYEEIKM* QQHIDKVIR reP_85140 non-structural polyproten 0 9862]
5649 5649 1JEAQKIEKIGNR 1INP_14961 149 0973
141284128 1M CVDYRALNSVTTRDSYM'SPR 3| ABE26654 1 pol potyprotan 9964
142914291 1M KLLNENDIKPYVK 4|ABVA4BBI4 1 Inypothetical spore wall protem 9953
16929 5929 DASAPFGGQGNGOFMSVPGTFQSMVPPR | I5|NP_143580 117L 9874
1 2565 2565 TYDIVITTYDVCLFACK 22|NP_149635 72 9752
4153 4153 1[MIENRLNFRLNFR 497611 |298R 9975
2767 2767 ¢ 1JERLICEALR 495851 [122R 7565
3851 3851 1JHVLDVAM LASSE GVSVYFNDKK 49508 0454 %631
QYPECLKVK 49639 176R 667
DAHADVK maochondnsl-type HSPT0 9778|
14015857 5857 : ‘I‘EEIYCWQNTLPPLPAQLSK T[NP 149485 1 fozat 0 965|
8]2007-09-14-01 3173 317 1]HHAPIKINEK 10{NP_149848 1 395R 9853
490 249¢ JENTNPEF AIAK 11[NP_1499171 454R 9971
14971 4971 ¢ IKLNQIHLLILIK 12[NE_ 1496671 |20 9927
223 1223 iz 96 0|Nosema 1|M*VHSDQF DPEVAERK 16| AAC47660 1 mitochondnal-type HSP70 9822
4795 4795 7 677 1 386[Nosema 1|DMIVIADLE QKFIPGFK TIABE27277 1 9826
4235 4235 73] 185 ofive 1|GIHLHF PHLF LPKKDIK 7[NP_149647 1 184R 9989
999 69 96! 0 693|Nosema 1RETVEELGIPIKEVNPLK 9984
3457 3457 3 out 69] 189 0]uve 1]NKSHMYDILQSYLYY QK 9741
3404 3404 2 ot 67| 508 0]mve 1]VSL SAKPFKVSR 9857
3465 3465 3 out 67] 269]  0|Nosema 1|EEQASNLTDKTDGLERR [pol poryprotem 0 982
769 6769 3 out | 66 264 ofive JJLIYNNIQNKLFKGVLHTPSK 1]NP_149668 1 205R 9699)
12394 2384 J out | 164] 339 O[Nosema 1[MEPDIKSLCVNHQVQNSH 8|ABE27267 1__Junknown 9776
662 4662 3 out | 63| 121] 109%|ABPV 1[SGMTWPLAIDLNNSLLONVDEM'R 4[NP_ 0662411 [rephcasa potyproten 9635
)1 3956 3956 2 out | 61] 220 0[Nosema A TTPSTVIFGDK 1[AACAT660 1 mochondnal-type HSPT0 9946)
3521 3521 3 out | 203 CIMSCUT 1PKEQYIPPELPNDEK 5|ABQ96192 1 vasa 9877
4-01 263126313 out | 16| 122 Clive 1]FNFAGNNVECDITYE SIMK 9INP_149675 1 2121 9578
4-01 6548 6548 3 out | 205 0[OWVIDWVIDOWVIDWVKakugo[VDV1] 7[PIGIHVAGTEGLHGF GVAEPLVHEM'FTGK 1|NP_883560 2 typrotan 9766
5708 5708 3 out | 58] 144} 1 609|Nosema 1|FSRLLKIF SSPFNIDVDK B{ADE27268 1 9903
$324 5324 3 out | 58] 95 0 693]ive MRLQFLDLPGSMNIHIRLPLTK 23[NP_149739 2761 9892
012265 2265 2 out | 56| 129] 0]irve ITGLLCVLVETK 2|NP 149718 2551 i
1950 1950 3 out | 56] 315 [o] (A% IKM"NONDOIVEIEKEM*K 9INP_1497651  [302L 0983
13023 3023 3 out | 55| 173 [ % EIKLIEQVNM'NEGIGR 7[R _149731 268L 0 9786
3215 3215 2 out 541 96[ 0°693|Nosema GAAENFLNSKIR I[BAF76326 1 heat shock proten 70 q
4133 4134 3 out | 541 119 0 693[IV6 INAICVNIF YYYAKNVL SMWSQPSMR 26/NP_ 149790 1 J27R 9622
7130 7130 3 out 52| _77] 1099|Nosema DENLSINFEKSSFK 14| ABE26650 1 pol potyproten 9915]
1514 1514 3 out | 51 130] _0|Nosema EAAKLVPM GFTTASAYHQK 20[AAKEE858 1 [ONA repav protam 9932
3908 3908 3 out | 51 164 0IsSVisV DOQQTVSEKIPSTVGIXLVIASSEPTQQFR 29]NP_049374 1 h en 9814
2528 2528 ) out | 1 71] 0]Nosema |WCRLGALLVCPEDTR 15[AAU11093 1 unknown 9685
4928 4928 J out | 1 17] 2 197[IAPVIAPY | DNSAKLNEFLM"NYAE SR 18[YP_001040002 1 [potymerase otem 0 968



Test 11
SrNo_ [File Name (M+H) "M 1+Cn [XCorr|Sp [RSp |Reference No |Peptide AA |ID# Proten PP
17 7-09-14-02 4499 4493 2 out | 145 05] 054] 313]1244 NosemaiNosemalNosemaly 5[ILAQVVSSITASLR 14| AAZ23550 1 alpha-tubulin 878
7-09-14-02 3669 3669 2 out | 114 1657 072] 3] 84 N 2|LAVNMVPF PR 10|AAN35161 1 beta-tubulin 9854
40[2007-09-14-02 3744 3744 2 out | 179¢ 037]066] 289 54 Nosema 1]SYELPDGQVIKIGSER 16| AABB6863 1 actin %68 1
19]2007-09-14-02 4835 4835 2 ot | 1614 8] 1273] 0.51] 267] 57 I3 TITILTTKVONINIEK 4[NP_149513 1 [050L 9603
22}2007-09-14-02 3717 3717 3out | 1670 282] 0 34| 266] 55 Ve 1]EM LDLRLMMEDMK 4|NP_ 145463 1 468L 9593
2007-09-14-02 1574 1574 2 out | 1171 581 3] 242] 71 N 1[HKGVMVGMGQK 1]AABB6863 1 actn - 9861
2;2007-08-14-02 3148 3148 2 out | 1130 6} 0 041 5] 24 71 {NosemaiN 14/FPGQLNADLR AAZ23552 1 beta-tubulin 0974
1412007-09-14-02 3837 3837 2 out | 1268 782 7 32] 616] 0 69 TWG 1{DKMQIYVEDK NP_149676 1 21R 93
118]2007-09-14-02 5885 5885 3 out | 3032 582, 7] 221] 263 VOV VDV1 2|DNEFLMEQLNNLYTIYSIAERCTRR 25|YP_145791 1 hype 9644
007-09-14-02 3690 3690 2 out | 1401 782] 042 434 Vi 1JELNLLTLNTENK 12|NP_149803 1 340R 64
26/2007-09-14-02 1127 11 out | 167 7 Zl 0 1] 3 IV 1{SLHVLTPGEAQQMIR 15|NP_149625 1 62R 9571
94[2007-09-14-02 4439 44, out | 243 418 06] 3 IV 1{KTGSITTRLLEWMGYSGEYK 21]NP_149883 1 420R 977!
9 7-09-14-02 4259 4 out | 121 782] 0 4 04 138611V 1]DLDLDNKNLR P_149879 1 416R 0 98
93 7-09-14-02 4966 4966 J out | 2389 1.62] 0 28 02] 355 Vi 1|GADDKNNYEM'F EQLGDVSVNK 22|NP_149605 1 142R 0 9662
4 7-08-14-02 3 k) out | 11596/ 1727] 04 671 N N 2|LAVNMVPFPR 1]AAN35161 1 beta-tubulin
= b 7-09-14-02 6934 6934 3 out 2057[ 0576 O ] N; 1JIEVEVSNDHIGTVNAALCSK 20[AATT2743 1 transiation elongation factor 2 0 9651
2007-09-14-02 4046 4046 Jout | 2382 3] 1 T 1] 193] 25 (W% 1]M*IE PLWNKINADQDVL K 21[NP_149714 1 2511
2007-09-14-02 4192 4192 3 out 2136 54 7] 41 N 1]PSSESENMGQPITSQIRFK 19| ABE26653 1 pol polyproten 0 984
1]2007-09-14-02 2921 2921 1out | 700 i )| 42 N: 1/VXDik ABM26377 1 RNA potymerase Il largest subund i
5]2007-09-144 1 120ut [ 1164 7103 34| 21 N 1{LKDCNCLDLK 10| ABE 26649 1 pol polyprotemn 0954
T 6]2007-09-14 - 39 3299 2 out | 1166 1051 0 (0%3 JLNISMKESTK 11]NP_149681 1 218R 0957
11/2007-08-14-02 3659 36592 out | 12286/ 19 8[ 04 2 1 093|Nosemaihiosema 2|ISDQFSVMFR 10{AAN35161 1 beta-tubuhn
1 7-09-14-02 3719 3719 3 out 1668] 044 © 2| 58¢ 1]IKVIQEVQIDILEK 141ABE2726% 1 0959
1 7-09-14-02 5! 05 3 out m 428) ¢ 1| 286 IV 1 TLIFKTIKDY SF K 4]NP 149716 53L 0 96
1 7-09-14-02 4311 4311 3 out | 2337 189] 041 1 IV 1|NKSPLLNESEKMMSEMLPMK 20{NP_1495; )E0L 0 965
4420070914 382 3 out | 1827 9] 1201] 029] 19| M IV 1]ENKNLF IPDTDPPLSK NP_1497 287R ) 0 967
2]2007-09-14-02 5254 5264 3 out | 19902] 0 902] 057] 19| 146] 1792|Nosemsa 1|IEGIVGKGVTLGRIVIHIK 19| ABE 26648 1 POl potyprotem 8
1]2007-09-14- 436243 3 out 1989 1 44] 189] 24 V6 1]SSNDIYSLILOHSRNNK 17{NP_149691 1 228L 4
103[2007-03-14C 126212 3 out | 2657 2] 0912 05[ 189] 19 N: 1]F SDHDSMLF GYSTTAGDIVINDIR 24|ABO69T25 1 unknown 4
7. 7-09- 144 0 850 3 out 685 89 29 21 V6 1TLTVYGGTLSLEEFR 15]NP 149813 1 350L 55
1 7-09-14-02 5441 5441 3 out | 2070 3251033 55] 1099{Nosema 1ITLVLKWIYKCMNTTSR 17]ABV48890 1 hypothetcal spore wall proten 9954
106]2007-09-14. 127 5127 3 out 54 04} 055 36 151 0 693]IV6 1|VTLLLLLIAVLLLLLIFM"KVCKQK 25|NP 149679 1 216R 77
7-08-14-02 4856 4856 3 out 75 116] 034 183 % N 1}FNEQCGREM'EVE MSMKK 18|ABV48900 1 hypothetical spore wall protein 542
1 091402 6207 6207 3 out | 3427 5] 1331] 04| 183] 2 ABPVIABPY 2| TENDTTQTNTEVLDPAPCEYVCNMFSYWR| 29]AAL05919 1 [capsid polypraten 54
-14-02 61 out 261 648] 0 34 182 MSCUT 1|DGDONNDYEDNDYQDHRNDRR 21/ABQ96192 1 vasa 9885
20 -14-02 57 out 21541 0419] 04| 18 0 693]IV 1]FDHYHLDFWAAFTTPASK 18|NP_149737 1 214L 398
10]20 -14-02 4150 41 out | 1222 64 47 1 MV 1[NNKDLKFDTK NP 139612 1 149L 369,
4212007-09-14-02 3831 38 out 1800 1054] 044] 1 0 693V TSSKMFFLLGLLNSNK NP_149870 1 407R 0 98¢
70/2007-09-14-02 1624 1624 3 out | 2068 734 054 17 KBV VSIGTNVYSQOWSKTVRK AAF21998 1 RNA polymerase N:é_&}
33]2007-09-14-02 14, 4. out | 17458 7]046] 17 1 Ve INSFHRSTKNF QNM"M*K NP_149543 1 080L
1612007-09-14-02 131 X out | 1408 9 3] 045 177 144 N VM LIGYISKIKK 13]ABM26979 1 RNA polymerase il largest subunt
72]2007-09-14-02 5510 55 out [ 2075 1 Ml 04 177] 274] 0 693|Nosema 1|SVGVWHHGRQQYPAAEVLK AADG2548 1 glutaminyi4RNA synthetase 398
2007-09-14-02 1752 1752 J out | 1774 964{ 051 1 7. 8 V6 'II?OKMEVRM'INFPNR 5INP_149714 1 2511 2699
104{2007-09-14-C 38 3 out | 2697 181] 042] 7 9 Inve 1|EFKISISGVVSYVNMSSLHFVILK 24|NP_149927 1 464R 0991
1102007 -09-14 70 3 out | 279 48¢ 3] 173] 151] 1099|Nosema 1|GRALM"WYRAHEEEEFTSYMVFK 3[ABE26648 1 pol potyproten 9837
90[2007-09-14 3 32 3 out | 2336 495] 047] 172] 24 N 1MYWAKKILEWSVSPEEALR 9]AAU11091 1 class-il photolyase 9695
412007-09-14 L 1 153 0ut | ¥ 406 037] 1 19€ Nosema 1]TAFAWKGGLYE YNR ir 26653 1 pol polyproten 96841
7[2007-09-14-C 195819 3 out | 230 7 39 1 2 SV 1]VMNMATTFGHLIARVYE PPR 0]AALT9021 1 AF469603 1 potyproten 0993
7 7:09.14-02 6218 6218 3 out | 284 956] 064] 17] 1 IAPVIAPY 2[TWFTLLLKYIDYAPISTNSRGMPR 4[YP_001040002 1 |pofymerase potyproten 0 99
7-09-14-0. out 1754] 0 4 M) 169] 28 Ve 1[NEIKKIF SLLHHFK 4|NP_149837 374R T
1 7-09-14-02 out | 3127 1 33 169 18 0]VDVIVDV1 2|HVYPFLPTRVVPDWTTGILDM GTLNIR 28]YP_145791 potyproten 6
7-09-14- H out | 1712 28] 0 32| 167] 327 0fIve 1]QALLNTAGSSIM'YLSK 17[NP_149618 155L 9825
7-09-140 336 3 out 190 12| 0 167) 58] 2197 1|GLCYYILFPESIFDFK 16|AB0O69713 1 Sec61alpha
4]2007-09-14-02 5661 56613 out | 2076 17 167] 224] 1386]IV! TSLEYDEFMEMFMVEK 19]NP_149612 1 [140L 2
45]2007-09-14-02 6898 6898 3 out | 1833 544 166 13 693]IVi RSEYVYSLFGKENNK 15[NP_148527 1 064L %68
63 -09-14-02 2098 2098 3 out 200; 58 166] 1 0 893[INVi ENAWM'EE SMKLFTLIK 18{NP_148578 1 115R 74
76 7-09-14-02 6104 6104 2 out | 208 0413] 04 61 105] 1 386|INvi 1INGFLDVDLDKLHEE SILK 18{NP_149853 1 3961 13
5 7-08-14-02 59735973 3 out | 19489] 1071/ 04 157] 0 693N 1] TECEDEAGCGNKQPVIKK 18|ABM26980 1 RNA polymerase |l largest subunit 85
7-09-14-02 890 890 2 out 1198 7] 0 414] 04 54| 183 Ve 1[IKINIYHIGK 10[NP_149921 1 458R 9882
M 7-09-14 34 5094 3 out 1762] 1644} 04 2] 129] 1 386|KBVIKBV|KBVIKBVIKBVIK] 6| TAANGIERIPVLGEIAK 17]ABN4S4T72 1 VP4 protern 978!
113 7-09-14 4 30 61 out | 2856 3] 1192] 04 224] 1 099/Nosema|NosemaiNosemal| 9]QGPYGELFRPONFVFGQSGAGNNWAK 26|AAZ23552 1 beta-tubuin 984
13 7-09-14 1 out | 1264 7] 1496] 051 0 IIVE 1)INGLIDISEYK 1|NP_149758 1 2951
69 7-09-14-02 3642 3642 J out | 2064 Im 1.609[IVe 1JLEELIKLYLEYSLYFK 6|NP_149851 1 388R 0972
18/2007-09-14-02 3203 3203 2 out | 1485 2720 047 16| 42 N 1]/ISRRLTFIPLNR 2|AAT12296 1 chromosome segregation protem 09847
23]2007-09-14-02 6675 6675 3 out | 1672 4 42 1 222 Ve 1{VNDEKIDVYGEVHR 14]NP_143485 1 0221 1
38[2007-09-14-02 2946 2946 3 out | 1782] 0 319] 0 54] 158] 272 ABPV 1|GLEISRNIAELKLPTK 16{NP_066241 1 |rephcase polyprotem 0988
4812007-09-14-C 33 3839 3 out | 1881 [3 3 5g] 15 Ve 1]MINVPLDGNCM F SVIGR 18]NP_149695 1 232R 0 8786
48 7-09-14- 1 14 3out | 1840 44 4 T 22 N 1{IYDISNDDVRRAMEK 16{AB069724 1 unknown a)
59 7-09-14-02 6532 6532 3 out 1951 1 06! 49] 156; 23 IV 1{EEILCTKKEQNIDMEK 16[NP_149603 1 MHOR fd
1 7-09-14-02 6845 6845 3 out | 2634 4! 161 56 1 IV 1ITYPQLSMDFTPRTIMTKSLLFK NP_149902 1 439 928
}07-09-14-02 1078 1078 3 out 16 71 1503 04 Vi 1|M°NEKGCVYGGGAFDPR NP_149867 1 404L 7§_2_|
102]2007-09-14-02 5416 5416 3 out | 2653 4] 1455 34| 155( BQCV 1[VKFATNHV SRLMLLNHVQCDIAK 4[NP_620565 1 struciural potyproten 72
2007-09-14-02 6099 6099 3 out 2237 1] 0 41 54| 28 IV 1] VIE DM IGIDNLNDKM'DONK 1INP_149647 1 184R 097
120}2007-09-14-02 3770 3770 3 out | 3188 6 71 0 54 I§VSV 2|DQQQTVSEKIPSTVGOLVIASSEPTQQFR 9INP 043374 1 {potyprotem 2
2007-09-14-C 612361 2 out | 1242 6 4] 0 4 3 Y 1]MALYSHMFAR 1[NP_149556 1 O33R 856
ot 5512007-09-14. 368 3968 3 out | 19331 18] 1 2 N 1]LDLRGF QWVVDTIKDK 16| ABM26980 1 RNA polymerase | largest subunt 7!
8412007-09-14-02 4254 4254 3 out | 2250 1) 0 421 1 19( osema 1{IPPEY QME IDMQSNSNLK 19|ABE27268 1 unknown
101]2007-09-14 1 13out 545 2] 1656] 0431 152] 1 1.386{N 1[MYARIFMSYRVNSADSFM INGR 23|ABV48897 1 hypothetic al spore wall proten ¥
51]2007-09-14-02 2771 2771 3 out 304 1 36€ 411 151 1 L 1|IKPGVIEEKHVADVIEK 17[ABY49795 1 hypothetical spore wall proten 13 0994
82(2007-09-14-02 5746 5746 3 out | 2199 2] 0 086] 0 51] 151] 191] 1 386{Nosema 1{IDALHACIVSALLRTPHRGR 20|AAT12295 1 phospholipase D 0 9866
e 41(2007-09-14-02 4457 4457 3 out | 17979 ﬂ 36 1 222] Ve 1{QGELLLNTLOPFDGPR 16{NP_149758 1 295L 0 9566
7512007-09-14-02 6189 6189 2 out 2080 33[o 51 1 47 V6 1IWLM'ISSF SIHAGDCIKQK 19(NP 149639 1 176R 0952
85]2007-09-14-02 6699 6699 3 out [ 2275 3[ 1675[ 0 37] 15| 262 A N | _8{RSTROVVLIVLNDF SHYLK 19]A8V48689 1 spore wall proten 0 9569
B-7




Test 12
St No_ |File Name (M+H) |*M__ |*Cn_{XCorr|Sp |RSp [Reference No [Peptide AA JID# Protein PP
£9]2007-09-14-04 3642 36422 out | 1790 9] 0463} 0 56| 3 13] 570] 0[Nosema 1/SYELPDGQVIKIGSER 16|AABB6863 1 actin 872
37]2007-09-14-04 4405 4405 2 out | 1457 027] 049] 298| 784] 0 693|N 1N (N _5|HAQVVSSITASLR 14]AAZ23550 1 alpha-tubutin §7
69]2007-09-14-04 3318 3318 3out | 1962] 1 624] 054 2 71| 186] 0 693|Nosema 1[EEQASNLTDKTDGLERR 17[ABE26650 1 |pol polyprotemn 86
1612007-09-14-04 716.716 2 out 1171 386] 062] 243] 365 0[Nosema 1{HKGVMVGMGQK 11{AABB6863 1 actin 77
7812007-09-14-04 6354 6354 3 out 2079] 1656] 042] 235] 339[ 1386/iv 1INWGDKGYFKIAMYPF K 17{NP_149687 1 2241 98
46/2007-09-14-04 3617 3617 2 out | 1614 9] 0211] 0 28] 2 26] 59 1IVE 1[NLTTKVQNINIEK 14|NP 149513 1 050L 358
7-09-14-04 3952 3952 3 out | 2873 4] 1493] 0 41| 225 208] 1 099]IV 1{DDVNPIFDLVDNNKTLQKHYSER | 24[NP_149624 1 161L 394
7-09-14-04 3919 3919.3 out | 2074 2] 1291] 038 223 7] 1.946|KBV 1IHFVNTGVTLIPHRDLNK 18]AAZ14864 1 non-structural polyproten 9
61[2007-09-14-04 4270 4270 2 out | 1801 54 05] 22 7| O|Nosema 1|ADGM°KIEEFNKQTM*K 17]ABV48897 1 hyp al spore wall protein 9
41]2007-09-14-04 5353 5353 2 out | 1492 04] 214 2| 1 099{Nosema 1{VLDNRHLGSIKLK 13[BAF76326 1 hest shock protein 70 7 g|
6312007-09-14-04 3504 3505 2 out 181 25] 214 5| Nosema 1] YEIIKKENNEYQIK 14[ABV48894 1 hypothetical spore wall protein 9597
13/2007-09-14-04 788 788 2 out 1144 i 25 13 6] 0693]IIV6e 17EQIALDT1NK 10|NP 149664 1 201R 0956
53]2007-09-14-04 5358 5358 3 out | 1704 4 21] 491 Nosema WLGPFTITKTRQEK 14JABE26650 1 pol potyprotein 0984
15/2007-09-14-04 2514 2514 2 out | 1163 8] 042 208 410 (A% ETVGVLFKDR 10|NP_149770 1 307L 748]
44/2007-09-14-04 2689 2689 2 out | 1548 439] 035 203] 173 IV GSISLNLAAFKNVSK 15|NP_149807 1 4R 387!
6812007-09-14-04 3929 3929 3 out | 1957 302 047[ 202 203 DWVIDWVIDWVIL  5IM*EFTDQDKSGNTVKWR 17]ABIM64819 1 |polyprotein 4
56]12007-09-14-04 2889 28 out | 1755 554] 0 47] 20131039 VDV1VOV1 2JRSSLECQYIEPSTSR 15]YP_145791 1 |polyprotein 7
26/2007-09-14-04 4728 47, out | 1302 663[ 025 290 [ 1]MLILNCLOKVK 11]NP_149723 1 260R 3668
76/2007-09-14-04 4104 4104 2 out |  206€ 28] 04 2| 286 Nosema 1]EAAKLVPM GFTTASAYHQK 20]AAK68858 1 DNA repair protein 84
30]2007-09-14-04 2176 2176 2 out | 13457] 1835] 032 199 206] 1 099[Nosema 1|NCIVNGIVLASDK 13[AAC41564 1 isoleucylRNA synthetase 344
43[2007-09-14-04 3844 3844 2 0ut | 1524 9] 0737[ 03] 196{ 927 Vi 1|SLGVVNEQLKVNPK 14]NP_149859 1 96L 11
23]2007-09-14-04 2713 2713 2 out | 1240.7] 1615[ 033] 1 561 1.099]Iv 1|GRTIGGVILPGGR 13{NP_149676 1 13R 3942
40[2007-09-14-04 5939 5939 2 out | 1492 8] 0 655] 0 2 Vi 1{MDLKDEF IQIIK 12|NP_149852 1 891 26
72[2007-09-14-04 3552 3552 3 out | 2008) 1 366] 0 46] 195] 44 ABPV 1|INSDGELDSKSIVENIM*K 19{NP_066241 1 replicase polyprotein 66
2512007-09-14-04 3741 3741 2 out | 1268 656| 04 64 Ve 1|DKMQIYVEDK 10fNP_149676 1 213R 709
412007-09-14-04 3687 3687 2 out | 1 1 48] 191] 67 0]Mosema PLKSILYR ABO69724 1 lunknown 27
47]2007-09-14-04 2699 2699 2 out | 1 S 3] 19 18 0live KIF SSKWQQSLFK 13|NP_149538 1 0750 841
67]2007-09-14-04 6812 68123 out | 1 138, 9] 1.89] 143] 1 609|Nosema YHKLNINPVKLFIDPK 16]ABE26651 1 pol potyprotein 3917|
10/2007-09-14-04 1012 1012 2 out | 1 6] 0795 1] 187 53 MSCUT 1|GRTGFNNKNK 10{ABQ96192 1 vasa
29]2007-09-14-04 2181 2181 2 out | 1344 7) 0 288) 0 34 186] 345{ 0 693[iIV6 1[IENENNLEEIK 11|{NP_ 149776 1 313L
14(2007-09-14-04 3403 3403 2 out | 1162 075 03 5 64 %3 1|M*YPLDTNHR 10{NP_149676 1 213R 1
21]2007.09-14-04 1237 1237 2 out | 1207 6] 0 801] 0 29 5{ 358 Nosema 1|PFVLSTDASDR 11]ABE26650 1 | potyprotein 12
1[2007-09-14-04 2788 2788 1 out | 700 5] 1015] 022 34) 423 Nosema 1] VXDIK 6{ABM26977 1 RNA polymerase Il largest subunt 1
007-09-14-04 3582 3582.2 out | 1143 165 054 3} 64 Nosema|Nosema | 2|LAVNMVPFPR 10{AAN35161 1 beta-tubulin 3696
2007-09-14-04 3405 3405 2 out | 1204 1 4 1] 29 Nosema 1{LVKAMEDATVK 11]ABM26980 1 RNA poly Il largest subunit 344
2007-09-14-04 2379 2379 3 out | 16789 17 3 26 0 693|IAPVIIAPY 2|YIMHVLTGYEPEVK 14]YP_001040003 1 | structural polyprotein 902
2007-09-14-04 3774 3774 3 out 54 8] 0 6 41 1 122| 2 565|N 1]DONPEMLTIHCVIHK 15|ABE27267 1 unknown 18
2007-09-14-04 6137 6137 3 out | 2 4] 0 1.79] 210 (%3 1{MITINGGQLELLYLILEQEEIAK 23{NP_149650 1 187R 73
2007-09-14-04 31 1 out [ 14859/ 03 17 26 Nosema 1]ISRRLTFIPLNR 12|AAT 12296 1 < segregation protemn 1
17{2007-09-14-04 3306 3306 2 out 7 352' 176] 539 Nosema 1[SIVLGCKILVK 11]ABE26650 1 pol polyprotein 88
28]2007-09-14-04 4006 4006.2 out 343 8] 1.857] 0.36] 1.76] 292 Vi 1{LWLSEDVLKIK 11{NP_148590.1 127L 9622
7]2007-09-14-04 4199 4199 2 out } 11226 77] 044 751 214 1V 1|SLMGNCPSSVK 11{NP_149555 1 092R 966
90]2007-09-14-04 4090 4090 3 out | 2327.1] 0 896 04] 175] 220 [Nosema 1|LRVVENYVSSDVDICEAM'R 21|AAB54170 2 Hypothetical protein C44E4 2 099
86|2007-09-14-04 3803 3803 3 out | 2265 2| 1231] 0 47 71] 200] 0 693[uV6 1[PHITTGWNIFNFDTTFLLK 19{NP_148500 1 37L 350
33[2007-09-14-04 3132.3 out | 1368 7] 1319/ 038 1.7 405 [ [LAY%: 1[YQHYAIFEAVK 11{NP 149681 1 218R 3952
85[2007-09-14-04 6489 64 out | 2246 2] 1.361] 043] 169] 107] 2485[ive 1[IFDNIKLE YVEMLGISHPK 19]NP_149639 1 76R 722
712007-09-14-04 4 4829 3 out | 2294 017] 042] 169] 324 0jirv 1]NIAISYRIYNGYHERPISK 19[NP 149795 1 3320 914
0/2007-09-14-04 822 822 3 out 10 451] 053] 1.68] 147| 0.693[Nosema 1[EDLYYSSDSLSSNESSLSK 19]ABE27276 1 L 896
9(2007-09-14-04 4 4903 3 out 20 7] 04| 167] 108] 1099[Iv 1]CAKGCCILNFTNEIHHFKNK 20[{NP_149877 1 414L 099
20{2007-09-14-04.3665 3665.2 out | 12057 54| 0.37] 166] 231] 0.693[nve 1|VOVSTQTKTVK 11]NP_149655 1 192R 09754
5/2007-09-14-04 1182 1182 2 out | 1103 5. 45{ 0 36] 1 16] 0 693|BQCVIBQCVIBQC| 4]YDQYDPFR 8]ABC95162 1 structural polyprotein 1
6/2007-09-14-04 2991 2991 2 out | 111 q_ 60. 371 1 3 %3 1KILDIPKMR 9|NP_149707 1 244L 0 9558
51[2007-09-14-04 2465 2465.3 out | 1688 8] 1 38 441 1 3 SVISVISVISVISV]{ 14|NQSSEYSSRARIYK 14|NP_049374 1 lyproten 09546
34|12007-09-14-04 945 945 2 out 137567] 035 04f 162] 14 04 1]QNDSFINPKLIS 12{NP_14 1 465R 879
712007-09-14-04 639563953 out | 1 9] 0079/ 0.49 2] 157] 1.792]NVE 1|F SHPPPPPPSPPSPPPK 17|NP_14 1 1321 851
6/2007-09-14-04 4338 4338 2 out | 14267 16_91 41 1] 20 HVi 1|SIDLIMYEVSEK 12|NP 149485 1 0221 774
49/2007-09-14-04 1444 1444 3 out | 1 9 78| 049] 161; 205] 1 099]ABPV 1[YYVKVSSGVNYLKR 14|NP_066241 1 replicase polyprotein B¢
27]2007-09-14-04 2505 2505.2 out | 1323 7 87/ 0.56] 1.6] 15 %3 1[WLILNIYNFK 10[NP_149609 1 146R 1
45{2007-09-14-04 5435 5435 2 out 14 8 06] 05| 1 25| Ive 1JLYNNGCTSIELFLK 14/NP_149668 1 205R 367
82{2007-09-14-04 4497 4497 3.0ut | 21631 751 044] 16] 544 N 2 1]LQSDGKNMFILVAIDHF SK 19[ABE26654 1 pol polyprotein B9
2412007-09-14-04 3372 3372 2 out | 1256 6 16] 0 39] 159] 181 V6 1|CYIDTQWLSK 10]NP_149867 1 4041 0 98
7512007-09-14-04 6830 3 out | 2057 1 18 52' 1 131 Ve 1[IDADLQGNGM*VEIIKALIK _20[NP_149618 1 155L 09726
3412007-09-14-04 38353 0ut | 224 221 047[ 1 139 Nosema "~ 1|FTNKKCCGWF GENGSGHF VK 20/AB0O69727 1 0
2007-09-14-04 3305 20ut | 1366 71 1524 50 1 phl Ve 1)INLVLFDHHCR 11]NP_149818 1 55R
2007-09-14-04 6451 6451 3 out | 1749 9] 0 708] 0 44| 158] 378 Ve 1[IFYLSKVNMLCQYK 14[/NP 1497111 48R
2007-09-14-04 6297 6297 3 out | 2315 1] 0 762] 0 48[ 156] 106 Nosema 1|FIEECDAIHADVKGVDELRR 20]AACAT7660 1 dnal-type HSP70
3412007-09-14-04 4260 4260 3 out | 2653 4 71 056 154] 180] 0.693|Nosema 1|VVENYVSSDVDICEAM RILIKK 24|AAB54170 2 Hypothetical proten C44E4 2 15
42[2007-09-14-04 4084 4084 2 out | 1500.7 0655] 041] 1 354 [ 1]DOM"AASYLEGKER 14{NP_149635 1 1721 1862,
65/2007-09-14-04 3855 3855 3 out | 1833 9] 0 679] 049] 1 177 v 1]RSEYVYSLF GKENNK 15{NP 149527 1 0641 993
52(2007-09-14-04 1324 1324 3 out [ 1693 8} 1763] 047] 1 213 Nosema 1]DAYFTLLEHLDNDK 14]AB0O69722 1 unknown 596
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Test 13
SiHo_|File Name (M2H) ['M__TCn [xCon|Sp |RSp [Reference No [Peptide An]iDx Proten PP
28]2007-09-14-05 4318 4318 2 out | 1457 055] 08 4]1018 NosemaNosemaNosemal 5[ILAQVVSSITASLR 14|AAZ23550 1 alpha-tubulin 0997
9]2007-09-14-05 3546 3546 2 out | 1143 4] 0 17] 865 Nosema|Nosema 2|LAVNMVPFPR 10[AAN35161 1 beta-tububn 3
2007-09-14-05 3826 3826 2 out | 1285 7] 0 698 64] 1014 1VE 1[EAQKIEKIGNR 11]NP_143612 1 1490 94
21]2007-09-14-05 2718 2718 2 out | 1344 7 34| 424 IV 1]IENENNLEEIK 11[NP_149776 1 N 98
2912007-09-14-05 2949 2949 2 out | 147 80 27 v 1[EMNNTCSSGYLTR 13|NP_149930 1 467R 17
17]2007-09-14-05 3469 3469 2 out | 127 764 6 17] 44 Nosema 1NINTVKEVLIK 11]ABV48897 1 hypothetical spore wall proten
19]2007-09-14-05 3498 3498 2 out | 132 31 16] 23 3 1[VEKGLSISQIKK 12NP 149608 1 [145L0 8
36]2007-09-14-05 2926 2926 J out 15 83 VOVIVDV1 2|RSSLECQYIEPSTSR 15]YP 145791 1 potyproten 732
22]2007-09-14-05 3226 3226 2 out | 13! 69 26 Ivé 1|MISHDLKFLQK 11[NP_149902 1 439L 366
2007-09.14.05 2613 2613 2 out | 11 959] 04 5] 385 BQCVPQCV/BACV|BQCY| 4|YDQYDPFR 8|ABC95162 1 structural polyproten 0 954
2007-03-14-05 2494 2494 2 out | 11 0651 02 292 SVISVISV JITYKTKLEAR 9{AALT9021 1 AF463603 1 polyproten 3946
2007-09-14-05 4784 4784 2 out | 11 09271 0 4 1 Ve 1|SLMGNCPSSVK 11[NP_149555 1 092R 85)
26]2007-09-14-05 3403 3403 2 out | 140¢ 045§ 04 7 ABPV 1]VLTNLYKICLVK 12{NP 066241 1 rephcase polyproten 3545
4 7-09-14-05 3431 3431 3 out | 1829 424) 04 7] 1.099]Ive 1]DIPDFTIRSE YKSMK HP_149530 1 067R 04
38]2007-09-14-05 3455 34 out | 17 0668f 039 196] 284] 0 693[iV! 1|TLIQYSKSGFDEETR NP 149709 1 246 9648
4]2007-09-14-05 30. 029 2 out | 111 0697{ 043] 194] 289 IV 1]JCVSHRLSIPK NP_149592 1 129R 1
50]2007-09-14-05 5777 57 out | 2051] 1207) 041] 194] 300 Nosema 1]HSSPYHPQSNGLAERTNR 18|ABE26649 1 oten 0 9667
15]2007-09-14-05 3622 3622 2 out | 1205 7] 0 589] 0 39/ 1 270 1V6 1[VOVSTQTKTVK 11]NP_ 149655 1 192R 0 9365
2007-09-14 20 2920 1 out | 70K 2] 0 19] 1 —429| N 1VXDIK ABM26977 1 RNA polymerase Il [argest subunt 1
45/2007-09-14-05 3649 3649 3 out | 1881 9| 3 1 228 0 693]IV6 1|MINVPLDGNCM*FSVIGR 18[NP_143695 1 23R 09831
25]2007-09- 14 069 3069 2 out { 1 7 4 1 7 VOVIVOV1 2|NVLIE CKANEEK 12]YP_ 14579 |polyproten 342
522007-09-14 1227122 3 out | 2057 1] 0 504 186] 18 Ive 1]IDADLQGNGM VE IKALIK 20NP_14961 1550 23
16[2007-09-14-05 3693 3693 2 out | 1268 49] 0 38| 182 56 V6 1JOKMQIYVE DK 10INP_14967 213R 17,
2007-09-14- 5 out § 1134 34| 03 1 34 IAPVIIAPY 2[VQKNNPSGYK 101YP_001040003 1 [structural potyprotein 52]
3412007-09-14-05 3066 3066 3 out | 169¢ 4 1] 133 Ive 1|TVIERIASVLRTIPK 15]NP 149758 1 295L 9516
20{2007-09-14- 1363120ut | 133 4 4 3] 297 vV 1JVERLSTILTSSK 12]AATA5735 1 structural polyprotein 721
44(2007-09-14-05 6981 6981 J out | 184 34 371 1 198 Ve JGVLCPSDLSSLSSGEYAR 18[NP 149513 1 050L 1881
30]2007-09-14-05 3255 3256 2 out | 153 M) 042] 172] 4 1M DAPDLSRELEIK 14|AAF03091 1 AF 144035 _1 transcaption miation tactor TRIDY 0 9984
12]2007-09-14-05 694 694 2 out 117 405/ 0374 1 192 Ve YFLMVIFLK 10[NP_149607 1 144R 363
4]2007-09-14€ 2525252 out | 1371 7] 042] 169] 199] ABPVIABPVIABPY J[KNNPNKMTTPVK 12|AAL05919 1 caps:d polyprofen 347
2007-09-14-05 8213 out 167 3 044] 168] 207 0|Nosema 1[NKANSDNM"KHGYER 15]AAU11092 1 unknown 86
2007-09-14-05 3798 3798 3 out | 171 37] 05 8] 498 IV 1|KLDISVEDRAPQPDK 15]NP_149463 1 468L 4
2007-09-14-05 2580 2580 3 out | 176, 14] 041 7| 26 (L% 1| GSSPALIYAIC SNLIGGK 18JNP_149665 1 l202t 7
40/2007-09-14-05 2421 2421 2 out 1786 108| 042] 167 21 Nosema 1|FYSPLIKNSFELISK 15|ABE27277 1 [gnknown 351
2007-09-14-05 3934 3934 2 out | 1125 7131 0 6] 3¢ (A% 1NFFLENTLK NP_14930 4390 9806
5412007-09-14-05 2663 2663 3 out | 2230 35/ 04 2| 254 ABPYV 1IAIVKTAFHTGRLGIF FGPGK 21JNP_06624 capsid proten 34,
41]2007-09-14 36 936 3 out 180. 72| 04 1 1 Ve 1KQYTTLSODIDHVLLR 15]NP_14950 0450 391
14]2007-09- 14 0 0 2 out | 1203 51041 1 1 Nosema 1/QIGDYILIR 10JABE26651 1 pol polyproten 0 98¢
49]2007-09-14-05 2121 21 out | 20111 36) 041 5 Nosema 1[VSPVSM'AVGLEKAPDNPRK | 20]AB069717 1 0 999
39[2007-09-14-05 2331 23 out [ 17758 7] 054] 156 7 [ive 1|SCFNRLNTCPM'CRSK 16|NP_143620 1 157L 09
10/2007-09-14-05 3421 34 out | 1156 7] 0702 0 42 2 [Nosema 1JNAIEELINK 0]ABE26653 1 pol polyprote:n 0 99¢
53]2007-09-14-05 5521 55. out | 21 711 04 0 Jiv 1JLKHCLKYDVSAVFIPELK 8NP _ 149891 1 428L 09
56[2007-09-14-05 4432 4432 J out | 26 0127{ 055 1 0 6931V VJVEMLLKLQIKM*GLYHIELLNNF IINP_149919 1 456R 0934
42]2007-09-14- 717 2717 3 out | 181 1986] 045[ 15] 186] 0 693[1V! 1|IKQALYEYTEDNIGR 15[HP_ 149792 1 329R 09823
Test 14|
Si Ho_|File Name iMsH} [*"M__*Cn_[xCorr RSp |Reference No |Peptide AA | ID# Proten PP
30]2007-09-14-18 3563 3563 2 out | 1790 Zﬂ 066] 3 13| 667 Nosema 1|SYELPDGQVIKIGSER 16|AAB86863 1 |actin 9986
18[2007-09-14-18 3517 3517 3 out 166: 629] 03] 2 9{1020 Nosema 1IKVIQEVQIDILEK 4[ABE 27269 1 |unknown 9704]
16]2007-09-14-18 61196119 2 out | 1614 376] 03] 282( 482 Ve 1TILTTKVONINIEK 4[NP_ 149513 1{050L 9554
712007-09-14-18 715 715 2 out 17 04 64] 263f 667 Nosema 1|HKGVMVGMGOK 1]AAB86863 1 |actin 9925
2§2007-09-14-18 918 918 1 out 7154/ 11 08] 24 78] OpIVE 1NIIDK 6INP_143435 1]032R 1
10{2007-09-14-18 3426 3426 2 out | 130. 5 28] 2481109 ofinve 1{MLLNCLOKVK 11[NP_149723 1[260R 09954
24]2007-09-14-18 3640 3640 3 out | 174 4 04] 239 67 (LY 1|EEDEVYDF ANNFVR 14|NP_149731 1[268L 1
4]2007-09-14-18 2975 29 out | 1130 482/ 04 29{ 59 0fNosemalNosema[NosemajNosemaiNd 14|FPGQLNADLR 10]AAZ23552 1 _|beta-tububn 9981
25]2007-09-14-18 3559 3559 3 out | 1785 9] 0522 042 228] 415 OINuscml T[ADGMKIEEFNKQTM™K 16|ABV48897 1 |hyp Uspora wall protem 9525
51]2007-09-14-18 3687 36 out 2185] 0 379] 0 4 26| 138 1 609|Nosema 1|SEWGTRVSETSMTCPSLASR 20[AAT12294 1 |beta transducin repeat contawmng prolawn-ikal 0 9748
14]2007-09-14-18 2875 2875 2 out | 1515 7] 0 461] 0 & 19| 384 Nosema 1[IWHHTFYNELR AABB6863 1 [actin 3921
11§2007-09-14-18 1630 1631 2 out { 1344 7] 0 589] 0 X 1[IENENNLEEIK 1]NP_149776 1[313L 3627
15}2007-09-14-18 371 7 out | 1524 48] 033 1[SLGVVNEQLKVNPK 4[NP_149859 1]396L 3955
55]2007-09-14-18 35, 5§32 3 out | 2433 671 0 35 1]TMRKHE DAEAYHFEISDHK 20]AB0O69719 1 Junknown 364 2
54]2007-09-14-18 4931 4931 3 out | 2425 176t 04 1HVLOVAM LASSE GVSVYFNDKK | 23|NP 149508 1|045L 9884
1[2007-09-14-18 2685 2685 1 out | 700 9931 0 1[VXDIK ABM26977 1 |RHA polymerase il largest subund 1
61]2007-09-14-18 3888 3888 3 out | 2927 148[ 0 4 QLVTYHHTMUKVIIQRELWIMFK | 23|NP_ 149834 1]431L 9915
6]2007-09-14-18 3483 3483 2 out | 1143 49 LAVNMVPFPR 10|AAN35161 1_|beta-tubulm 968
49]2007-09-14-18 6009 6009 3 out | 2075 9] 0 98 0 3¢ FNEQCGREM'EVLMSMKK 18|ABV48900 1 [hypothetical spore wall proten 7
34]2007-09-14-18 2901 2902 Jout | 1849] 1082 LDSKRTGLIMDFNNPK 16]NP_149642 1]179R ii
33]2007-09-14-18 6633 6633 30wt | 1848 1501 1]IMQTLSNAKDVGMKIAK 17[NP_143639 1]176R 39
22[200709-14.18 6097 6097 3 ot | 1689 3] 0 097 0 49 1[TTEFOPPSIVSKKK 15]NE_149687 12241 5508]
32]2007-09. 31 out 1824] 0493] 0 44| 1|DEIKILGNIVSKGYFK 16]ABE26653 1 [pol polyproten 99¢
40§2007-09-14-18 6642 6642 3 out | 1939 4] 1 781] 0 45| 1] YHKLNINPVKLFIDPK 16| ABE26651 1 |pol polyprotesn 952¢
28)2007-09-14-18 5106 5106 3 out | 1782 9] 0 757] 0 42, 1 TITAGNACM*SNTKTLLK 18]NP_149843 1]380R 09589
19]2007-09-14-18 6221 6221 3 out | 1671 9| 0977 0 41 1]DATNLIKTYNIDYK 14[NP_149889 1]426R 0 9688
12]2007-09-14-18 3599 3599 2 out | 1377 7] 0 767 0 37] 1{NENNSVGRTQMK 12[NP_149530 1[067R 0988
26]2007-09-14-18 4531 45313 out | 1767 9] 1 834) 039] 182] 300 O]DWVIDWVDWVIDWVIKakugofVDV1]  7ILKTDLMEMGSHNPYIR 15|NP_853560 2 |polyprotan 9807,
47[2007-09-14-18 3001 3001 3 out | 2024 ﬁ] 39] 181] 246] 0 693|Nosema 1{DPNGYVGCM"WSICGVHDR 19[AAU11091 1 {classl photolyase 9953
3]2007-09-14-18 6367 6367 Jout | 2267 724] 042 181] 144] 0693[iIve 1|FGHSNPPIRVIPPIRYNPK 19]NP_149628 1[165R 9987]
612007-09-14-18 4415 4415 Jout | 1762] 1764 ﬂl 18] 360 0|KBVIKBVIKBVKBVIKBVIKBV 6[TAANGIERIPVLGE IAK 17{ABN49472 1 [VP4 proten 9995)
1]2007-09-14-18 2539 2539 3 out | 1676 088] 039] 177] 277| 0 693|Nosema KIAALNSWSPEASM'R 16| ABE26650 1 [pot potyprotain 9937)
E,{ZO_N-F -14-18 3720 3720 3 out | 1892 059] 043 67] 223 0]Nosema NLM*NRNF EQF HWLK 15]ABE27267 1 [unknown 7
5]2007-09-14-18 2592 25 out | 1889 586] 04 66| 155] 0 693|NosemalNosema 2|INVYYNEASSSKYVPR 16|AAN35161 1 [beta-tubulin 3635
5]2007-09-14-18 2839 2839 2 owt | 1136 5] 0 085] 0 41| 162] 269]  O[rve SLM'GNCPSSVK 12[NP_149555 1]092R 3979
13]2007-09-14-18 3503 35 out | 140 704[ 04 62] 220] 0 693|I1Ve IELNLLTLN'TI:\JK 12[NP_149803 1[/340R 9957
41]2007-09-14-18 5828 5828 3 out | 194 03] 043] 162] 27 gl§v 1] VaMOTGAKEDETANFER 17[AAFT8779 1 [structural proten Vp1 9708
42]2007-09-14-18 4047 4047 3 out 34 0796] 04] 162] « 0firve 1[FWHTMYDNSLLYISR 15]NP 149611 1[148R 9925
3912007-09-14-18 4605 4605 3 out 3181 1447/ 051] 16| 284] 0 693[Nosema 1FUTSCGEEKNSYGSSEKK 8] ABE 2664 pol potyproten 9369
23]2007-09-14-18 2652 2652 3 out | 1634 022) 047] 156) 275) 0]BQCV 1} TSLQLIRDYFHCAK 4]AAD27636 1 [helicase doman C 3684
‘JI 007-09-14-18 686 686 2 out 297 6] 13511 042] 155] 185 1]JADGM'KIEEFNK 2|ABV48897 1 |hyp ! spora wall protain 9942|
8}2007-09-14-18 3803 3803 2 out | 1285 886] 043] 1541034 03 1]EAQKIEKIGNR 1]NP_149612 1]149L 9989
4412007-09-14-18 4438 4438 3 out | 1950 7871 043] 1 181} 1 386 VDV1VDOV1 2|CQHWYAPLTAIYVDDR 16[YP_145791 1[polyproten 9927]
17{2007-09-14-18 6058 6058 3 out | 1654 927[ 0 52] 152] %4 G 1]PSLOGCGLF FVTRDK 15]|ABY49736 1 [hyp spore wall protan 14 0994
43{200709-14-18 5573 5573 2 out | 1347 548] 05] 1 11 N 1]FNEQCGREM EVLMSMK 17}ABV48300 1_[hypothetical spora wall proten 0 9765
2o| 007-09.14-18 2947 2347 2 out | 1675 8] 1442] 057 15 1451  0|OWVIDWVIDWVIDWVIKakugo[VOV1| 7]LGCEKHGMPCSPFRR 15]NP_853560 2 | polyprotem 0 9876,
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St No |Frie Neme (M+H) RSp |Reference No [Peptide AA [ID# Protein PP
14]2007-09-04-18 3679 3679 2 out | 1614 oJive 1|TLTTKVQNINIEK 14|NP 149513 1 050L 09771
3512007-09-04- 18 305 50 3 out | 2754 Ve JIVTLLLLUAVLLLLLIFM'KVCKQK 25|NP_149679 1 216R 0995
10[2007-03-04-18 4146 4146 3 out | 1538 Nosema 1|SM*GVWGTGSPGTM AVR 18|AAT 12294 1 bete transducin repest contaning protem-hke 1
1612007-09-04-18 2371 2371 J out | 1630 8 22] 032 22 77 Ve QENMLIESHNM'LR 14|NP_149463 1 468L 9826
13]2007-09-04- 5 30wt | 1614 8] 1883 035] 23] 49 0[Nosema AQENGVSEAINELLK 5[ABE26652 1 |pol polyproten 912

712007-09-04-1¢ 3 I out | 2856 4] 073 0 4 29| 408 O]Nosema NNY SDFVM*LLDIY QGWEKTLF DK 4]ABO69722 1 L 739
3{2007-09-04-1 out | 2670 474 28] 24 ojive ENSRVFLDYMYVYDNISVF PAK 22|NP_149692 1 229 537
412007-09-04-1 out | 1820 57 208 0|Noseme YM'ANLSLKFGE SDSDK 7|AAF31269 1 208 proteasome alphe 5 subunt 984
7]2007-09-04- out | 14 02/ 0 4 0 PLDRNTVLSSVAR 3|AAL28055 1 AF406785 4 pyruvate dehydrogenase E1 bete subuni 0 9854
22[2007-09-04-1 ) out | 1808 9] 0.036] 0 39| 194 1|LEAGYNSVEALAYAPK 7|AAK68858 1 |DNA repew protein 9957]
25]2007-09-04-1¢  out | 2299 3 1872[ 04 34 1[VRIPSVTLLSTNQF GANGRIR NP_149737 1 2740 9858
38/2007-09-04 83 out | 29474] 1407] 053] 179] 18 0 L TNKSTSSNSVPANVNIGDSGNGPMKDDK] 29|ABE26643 1 |pol polyprotem 9605
8]2007-09-04-1 Jout | 15247} 1616/ 0 39 1] 143[ 0 693[nvi FLHEKMFDQSDK NP_149831 1 428L 9963
1712007-03-04- out 779(0092] 04| 171] 429 ofiv SIVEVSQYLKELGGR NP_149500 1 037L 0 965,
4[2007-09-04-18 2584 2584 2 out 285 7 9] 117 ofivi 1|EAQKIEKIGNR 11]NP_149612 1 1430 09979
2007-09-04.18 2566 2566 2 out | 15249} 06 66 734 Vi 1[SLGVVNEQLKVNPK 14|NP_149859 1 [396L 0 99)|
26]2007-03-04-18 4169 4169 3 out 39 1] 1 0¢ 4 65 1] 2 303[Noseme 1] YHKLNINPVKLFIDPK 16]ABE26651 1 pol potyproten 9943
7-09-04-18 1659 1658 2 out | 1103 5] 008| 043| 164] 325 BQCVIBGCVI] 4|YDQYDPFR 8[ABCI5162 1 [structural oten 9509
30[2007-09-04-18 2351 2351 Jout | 2303 2] 13| 044] 163 140 SV VMNMATTF GHLIARVYEPPR 20[AALT9021 1 |AF469603_1 polyprotem 9578
21]2007-09-04-18 2159 2159 3 out | 1755 8] 0434] 041] 162] 944 VOVIVDVI RSSLECQYIEPSTSR 15[YP 1457911 |polyproten 9971
19/2007-09-04-18 3895 3895 3 out | 17258] 1037 04 8] 174 Noseme PKELVTSDENM'KYR 15|ABY497935 1 hypotheticel spore well proten 13 9595
15]2007-09-04- 5 2065 3 out | 1623 128 7] 156 23. ojive 1|LWNHAIEIAKTISK 4|NP_149500 1 037L 9737
36]2007-09-04- 1¢ 92663 Jout | 2734 4] 0 084 3| 154] 21 0]Ive 1] YFGAYLCKNEKTSHTEMATIELR 24|NP_ 149672 1 209R 9547]
2007-09-04-18 1967 1967 Jout | 1353 7] 0 307) 042] 163] 144] 0 6938V 1|YPPIDYIVSMR AALI10096 1 nonstructurel proten 9683
2007-09-04-18 213121312 0ut | 10706; 09 041f 15| 462 ofive 1{LLWDWLPK NP_149515 1 052R 9836,
2007-09-04-18 42234223 Jout | 12927] 1 365| 045 1 197] 0JABPYV 1]KVDVVNAF GESK 12|NP_066241 1 rephcese poiyproten 9738
Test 15A
SiNo__[File Nems JiMer) T [<Cn [xCon[Sp [RSp |Relerence_ |No|Peptide AA]ID¥ [Frotein PP
16|2007-09-04-13 3171 31712 out | 1790 9] 0 354 0 55 2 86]481 Noseme 1|SYELPDGQVIKIGSER 16]|AABB6863 1 actin 987N
11]2007-09-04-19 4601 4601 2 out | 1634 166 031 2 48] 324| 0 63I[IAPVIIAPY 2)AFETLGFTYTDELK 14| YP_001040002 1 [polymerese oten 9898
$]2007-09-04-19 3902 3902 2 out | 1614 568 045 242|451 Vi TITILTTKVQNINIEK 14]NP_149513 050L 9648
28{2007-09-04-1 97 3698 3 out | 2440 3811 037) 24 [ Vi 1{VIPFESTFKDSIDDISLEEQK 21]NP_149647 184R 9604
612007-09-04-19 3505 3505 2 out | 1490 684] 033] 234[628 [\ 1[INVSVEFITLDK 13[NP_ 149490 027L 097
7 7-09-04-19 968 968 2 out 495 1051 04 1] 355 Vi 1|FHNEKIVCSGSFQ 13[NP_14971 250L
)07-09-04-19 4744 4744 3 out | 2444 3| 0 544} 0 43 36| 250 Vi 1{F QLNNFLKYFYLLQSYKSK 19[NP_14976 298R 986
3 7-09-04-19 5225 5225 J out | 29014] 059 047 3] 197] 93{N 1}CAEDFLKSPVSKSVITVPAYFNDSQR 26[AACATE60 1 mitochondrialtype HSP70 9775,
2007-09-04-19 6109 5109 2 out | 1630 8| 0907] 0 44] 197]2 93[IIv6 1JQENMLIE SHNM'LR 14]NP_ 1494631 [468L 9&'
2007-09-04-19 4882 4882 J out | 2038 661 04 36) 14 0911VE 1]AYKECCPLISQIISFPLI 18|NP_149822 1 359 9988
24/2007-09-04-19 5587 5587 3 out 21 74] 04] 19]12 86 |Nosema 1]SDEDVKM*M*PLSNNTVSRR 20|ABE27267 1 {unknown 9706
4/2007-09-04-19 5295 5295 Jout | 1723 9] 1863} 0 37] 189|26 BQCVIBACV| 2/LDIAQYVDTETKEAK 15|NP_620565 1 structurel polyprotein 9987/
20{2007-09-04-13 5273 5273 3 out | 2056 1 3710373 1 2451 0 693|IVE 1{YPIMTIPPTPIPLLGTSHM 19|NP_149920 1 4571 9892
13[2007-09-04-19 37 ot | 1686 8] 1417] 04 00] 0 693[Nosema 1IGKYSWNGIYKDIDK 4|ABE 26653 1 pol polyprotem 5
2007-09-04-19 4396 4396 2out | 1964 1] 102} 0 & 66 Nosema DMIVIADLE QKFIPGFK 7]ABE27277 1 junknown 34
2212007-09-04-13 4640 4640 Jout | 20929 1187; 04 80! 1603{KBVIKBV 2)TDIEYEDF LDMCLEKTK 7]NP_851403 1 Inon-structural potyprotein 3686
2007-09-04-1 85 Jout | 2777 4] 1 05 4 78] 142] 0 693|Noseme [FMSLMEM*NQE GFEFNVLIKTPKK 24|ABE27273 1 k 3913
4]2007-09-04-1 out | 13267/ 06 3 74] 301 e 1{MLNFFSPTELK 11|NP_149642 1 179R 9952|
32]2007-09-04-1 13out [26514] 076 39 171211 e 1{SCEENFIPNYDKKLTIHIF K 21]NP_149877 1 4140 9701
15]2007-09-04-19 4040 4040 2 out | 1763 22 04 68] 320| K 1]RMFVLAVIVLFLITK 15]AAL28057 1 AF406785_6 calmodubn-dependent protein kinese | 0 9572
)07-09-04-19 4865 4865 3 out | 2097 4 66| 227 (%] 1{FTGILSM"LNNRNIM"AE IK 20INP_149599 1 136R 9865
7-09-04- 706 3706 3 out | 2619 4941 05 2] 147 e 1]EPTILPPIKLE QIAYIRAGDEPR 23|NP 149664 1 201R 9815
2007-09-04- 906 3905 3 out | 1939 1] 14 4 1 1792 N 1] YHKLNINPVKLFIDPK 6]ABE26651 1 pol potyproten 9904/
32]2007-09.04-19 4993 4993 3 owt | 2653 4 43| 1 58] 22 {BaCY VKFATNHVSRLM LLNHVOCDIAK 4[NP_620565 1 __[structurel polyprotemn 9856
28/2007-09-04-19 3369 3369 2 out | 228 i 4 672 V6 IFSAFCYGSIDTAISNQL SDK 1INP_149758 2950 9967|
1 7-09-04- 30 3530 2 out | 247 417 55] 14 e IM*NEVGDNILTGLNYELFYK 22|NP 149561 098R 1
3]2007-09-04-19 3907 3907 3 out | 1292 7] 1992 0 4 15]236 ABPV 1]KVDVVNAF GE SK 2|NP_066241 rephicese polyprotem 09727,
3812007-09-04-19 3453 3459 Jout | 3128 6 W]_i 47] 15]103] 1609{Nos: 1]OM'LKAGSKGSYINISQTSCV GQQNIE SK|_30|AAD12605 1 RNA polymerase Il largest subuni 0973
Test 16
SrNo_|File Name (M+H) [*M *Cn_[XCorriSp |RSp |Reference No |Peptide AA |ID# Protein PP
1]2007-09-14-07 3136 3136.2.out | 1156.7] 0 532} 0.66} 3.45] 661 0]|KBV|KBVIKBVIKBV _6[IGPISEVASGVK 12]ABN48472.1 |VP4 protein 0.9976
3]2007-09-14-07 3902 3902 2 out | 1285 7| 0 314 054] 245[1170 0[Ive 1|EAQKIEKIGNR 11]NP_149612.1{149L 0999
4]2007-09-14-07.2614 2614 2 out | 1344 7| 0251} 0.41] 172] 403 0[Ive 1JIENENNLEEIK 11]NP_149776.1/313L 09997
2]2007-09-14-07 3334 3334 2 out | 1159 6| 0.505) 043] 16] 280 0{Nosema|Nosema 2|LAVNM“VPFPR 11]AAN35161. 1 |beta-tubulin 09992
Test 16
St No_[File Name (M+H) [*M  |*Cn_|XCorm |Sp |RSp |Reference INo Peptide AA | ID# Protein PP
3]2008-08-13-01a 1274 1274 2 out | 1156 7] 0378[ 0 68| 3 13| 802 0]|KBVIKBVIKBV|I 6|IGPISEVASGVK 12|ABN49472 1 VP4 protein 0 9876
14[2008-08-13-01a 1670 1670 2 out | 1614 8] 0202] 028] 257|596 0]IvVE 1|TILTTKVANINIEK 14|NP_149513 1 050L 0 9956
12[2008-08-13-01a 857 957.2.out 1344.7 1598 0.25 34]466{ 0.693]IIV6 1]IENENNLEEIK 1]NP_149776 1 313L 0 9897
008-08-13-012 1599 1599 2 out | 1270 7 0457] 04 23] 356 0|lAPV]IAPYV 2|LVLNANPFVAGR 2|YP_001040003 1 |structural polyprotein 0 9828
13[2008-08-13-01a 1148 1148 2 out | 1475 6] 0 67] 0 29, 06] 487] 1 099/IIV6 1]|EMWWTCSSGYLTR I|NP_149930 1 467R 0 9957
1 8-08-13-01a 1508.1508.2 out | 1630 8] 0558| 0.29] 1.94] 369] 0 693|IIVE 1]QENMLIESHNM LR 14{NP_149463 1 468L 0 9861
2 8-08-13-01a 1306 1306 2 out | 1143.7] 0425[ 043] 189|652 0[N 1]LISLTRLLSK 10|ABE26651 1 pot polyprotein 34
4 8-08-13-01a 1058 1058 2 out [ 1158 6] 0 399] 044 17]214 OfIIvi 1]KRNAEAWQR NP 149676 1 213R 1
8]2008-08-13-01a 127512752 out | 1264 7| 1343] 046 17[285 Y 1[INGLIDISEYK 11]NP_148758 1 295L 13
10]2008-08-13-01a 1308.1308 2 out | 1273 8] 1677] 0 38] 169]109{ 0 693|Nosema 1|KTESKVELVLK 11]AB0O69724 1 lunknown 93
21]2008-08-13-01a 1373 1373 3 out | 1950 9| 0248]| 0 37] 167|162 0|[VDV1VDV1 2|CQHWYAPLTAIYVDDR 16]YP 1457911 polyprotein 0994
7]2008-08-13-01a 1541 15412 out | 1214 7] 0494) 0 34| 164[340 0[lAPVIIAPY 2|TIADALKKVAK 11]YP_001040003 1 {structural polyprotein 0.9996
16/2008-08-13-012.1535 1535 3 out | 1700 9] 1444] 045] 161] 164 0[IIVe 1|CNQIVIDFFVVEFK 14[NP_149776 1 313L 0 967
23]2008-08-13-01a 1523 1523 3 out | 2044 1] 1495] 036] 159[223 0]iIve 1[LKALDVMIEFM'KQYNK | 17[NP 149504 1 041L 0 9637
20]2008-08-13-01a 1557 1557 3 out | 1860 9] 1 053] 046 157[157 0[Nosema 1]YVYEIEIPLCLYSQK 15[ABE27273 1 unknown 0 9784
1]2008-08-13-01a 1449 1449 2 out | 1122 5] 0626] 04| 152]141] 1099[V6 1[SLMGNCPSSVK 11[NP_149555 1 [092R 0 9987
612008-08-13-012 118511852 out | 1184.7| 0.736]| 0.38) 152 317 0live 1|IKDIDALQR 10{NP_149695 1 232R 09861
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Test 16
SrNo_|File Name (M+H) [*M__T*Cn [xCorr [Sp [RSp [Reference [No[Peptide AA |ID* Protein PP
11[2008-08-13-02 1670 1670 2 out | 1614 9[ 0468] 032] 261[549 0[Ive 1[TILTTKVONINIEK 14]NP 149513 1]050L 9997
9]2008-08-13-02 944 944 2 out 1344 7] 0485] 033] 209]379 0[irve 1[IENENNLEEIK 11INP_149776 1]313L 9812
12[2008-08-13-02 1509 1509 2 out | 1630 8[ 0 583] 0.33] 2 03[ 369 olirve 1{QENMLIESHNM LR 14 NP 149463 1]468L 9944
1]2008-08-13-02 1136 1136 1out | 7005] 1 105] 0 19] 191]399 0|Nogsema 1[VXDIK 6{ABM26977 1 |[RNA polymerase Il largest subunit i
18]2008-08-13-02 1482 1482 3 out | 1780 9] 0.942) 0. 56] 191[227 Nosema 1[QPSLHKMSMMAHKVR 15{ABM26979 1 |RNA polymerase Il largest subuntt 9689
8]2008-08-13-02 1674 1674 2 out | 1272 7| 1 08! 43] 184128 Nosema 1|DIVVDIYNHGK 11]AAT72741 1 [deoxyundine 5 tnphosphate nucleotidehydrolas 9376
3]|2008-08-13-02 1198 1199 2 out | 1184 7] 0 28 08} 17827 Ivé 1{IKDIIDALQR 10|NP_149696 1]232R 9991
7{2008-08-13-02 1779 1779 2 out | 1268 6{ 0 309 043] 172{39% [\%3 1{DKMQIYVEDK 10{NP 149676 1]213R 9939
2|2008-08-13-02 1284 1284 2 out | 1156 7] 0 939] 044]  17{229] KBVIKBV]{ _6({IGPISEVASGVK 12|ABN49472 1 |VP4 proten 0991
17]2008-08-13-02 1492 1492 3 out 17761 0 604[ 041 i) 6 v 1|NHIKALTEQISRIPR 16|NP 149688 1]225R 0 9995|
13[2008-08-13-02 1365 1365 Jout | 1732 9] 1127] 045] 166/271[ 1099V 1]LNESREVSAEMVKK 15|NP_149639 1]1176R 1
6)20 13-02 1260 1260 2 out | 1264 7] 1544[ 038] 163308 IV 1] TMNFKNRLK 10|NP_149777 113141 9971
412008-08-13-02 897 897 2 out 11978/ 0012] 044] 161{177 V6 1]ESILILLLRK 10|NP_149671 1]208L 9996
20§2008-08-13-02 1524 1524 3 out | 2062 1] 0 754 0 47] 158|258 Nosemna 1]IDAMNAAKSAATIGDRSLEK | 20]AAT12296 1 |chromosome segregation protein 9648
16]2008-08-13-02 1238 1238 3 out | 1764 8} 1201] 042] 157 76[ 1 099]N 1]DONPEMLTIHC VIHK 16]ABE27267 1 unknown 09769
Test 17 e
SrHo |File Name (MeH) M {*Cn |XCorr}Sp [RSp [Reference No [Peptide AA | ID# Protein PP
1 7-09-14-11 3602 3603 2 out | 1614 9] 1224 5 8] 7 Ve T DLTTKVONINIEK 14[NP 149513 1]050L H
2007-09-14-11 3130 31 out | 1156 71 0.713] 54) 43¢ KBVIKBVIKBVIKBVIKBVIKBV | 6]IGPISEVASGVK 12| ABN49472 1 {VP4 proten 346
2 7-09-14-11 2786 2756 3 out | 1704 91 0 326 38| 34 1]KINNFIFDDVAAIPK 15| ABE26651 1 {poi polyprotemn 3666
12|2007-09-14-11 2676 25 out | 1344 71 1713} 0 3¢ -4 Ve 1JIENENNLEEIK 11]NP_149776 1]313L 9635
3712007-09-14-11 3687 3687 3 out | 2110 1} 1373 26| 406 A 1|ASLOLKELEMQHHNLVSR 18{AAT12296 1_{chi segreqation proten 1
1312007-09-14-11 0 3180 2 out | 1368 7] 0 793 4] 67 v/ 1]YQHYAIFEAVK 11|NP_ 1496 218R 0 9607
2007-09-14-11 657 2 out 120271 1.274] 0.4 34] 48, v 1|KFPTLENNK 10{NP_1496 25R 09928
2007-09-14-11 3858 3858 2 out | 1285 7| 1 149] 041] 19| 31 [iv T[EAQKIEKIGHR T1[HP_149¢ 450 0 968
2 7-09-14-11 2712 2712 3 out 174 36] 1 140] 1 609{Nosema 1{IIPPEFELEFLER 14} ABE26650 1 [pol polyproten 866
2 7-09-14-11 2946 2946 3 out | 175 ) 05 119 VDVIVOV1 2|RSSLECQYIEPSTSR 15]YP 145791 1{potyprotein 917
2007-09-14-11 278927892 out | 114 30 44 A7 Nosema 1JLSKEMNRIR ABY49795 1 _{hypothetical spore wall proten 13 874
1 7-09-14-11 2877 2877 1out | 7 0 17 7] 4 1IVXDIK ABM26977 1 |RNA polymerase |l largest subund 1
38/2007-09-14-11 3252 3252 3 out | 21312| 1 66, 41 7] 1 Nogsema T[LNQTVAEVLRLYKNNDIK 18]|ABE26651 1 |pol polyproten 099
4/2007-09-14-11 2970 2970 2 out | 11 0696] 0 4. 86| 229, Ve 1iDDYILLLLR NP 149867 1]404L 0 998;
3 7-09-14-11 357 75 2 out 1436 17 4 5 484 N A 2JLAVNIMVPFPR 10{AANI5161 1 13-tubub
1 7.09-14-11 2901 2 out | 1309 6] 1525 L_‘__Z 528 Vi TNMLQTM GIEIK 13|NP_149701 1[238R 9981
29]2007-09-14-11 480 480 3 out 194 206 7 77| 218, IV 1{SQHGIPDTSLKPSPHWR 17]NP 149813 1[350L 988
16]2007-09-14-11 3454 3454 2 out | 153 81 2] 175 68} 0 693jiIVi 1]VSELGSKHFCYIR 13|NP_149827 1]364L 981
2007-09-14-11 070 2 out | 117 1898] 044 74] 238 0 693]Inv 1]JPEILPLLTOR 10[NP_149731 1]268L 099
2007-09-14-11 3570 3572 2 out | 1122 5] 1304| 0 4 69 156 IV 1]SLMGNCPSSVK 11]NP_149555 1[092R 9364
1 7-09-14-11 out | 14297] 137 0 6] 221 Kakugo 1]PIKECSPISVSKhR 13{YP_015696 1pol 9976
40[2007-09-14-11 3434 3434 3 out | 2542 3] 1975] 0 3 56 9 A I IN: Nosel B]LPGMTMKESFESQVNYVLNKAR 22|ABM26981 1 |RNA polymerase |l largast subuni 994
14 7-09-14-11 3508 3508 2 out | 1 7, 39] 054 4 7] 0 693[IvV 1]JNENNSVGRTQMK 12|NP_149530 1]067R 970
28 7-09-14-11 363336333 out | 1 91 1373 05 11 Vi “1[EYM TITF CNQEHGIK 16[MP_149752 1 L 992
3 7-09-14-112631 26313 out | 1990 1| 074 9 1 7 Vi 1M HVLTTITKITITMENK 18|NP_149872 1 L
2612007-09-14-11 2793 2793 3 out | 1779 9] 0 0; 41 160} 0 693N 1JOSELAVLLEDGGCGFVR 17|AAT12295 1 |phosphohipase D 1
17]2007-09-14-11 2958 2958 2 out | 1559 8] 1 436f 0 47 105] 0 693[iv 1{M"DETQQLLYKFK 13[NP_149668 1}205R 09593
35/2007-09-14-11 742 742 3 out 2045 1] 0.0 0 4] 3] 199 v/ 1YSLM'GNCPSSVKIVSGATHK 21]NP_149555 11092R 09583
Test 18 I__
SrNo File Name (MeH) "M |*Cn [XCorr |Sp |RSp [Reference No [Peptide AA |ID# Proten PP
4]2007-09-14-08 2898 2898 2 out | 1156 7{ 0812|074 8 3 0{KBV|KBVIKBVIKBVIKBVIKBY IGPISEVASGVK 12]ABN49472 1 (VP4 protein 9954
3 7-09-14-08 3345 3345 2 out | 11436] 167 5| 4511024 0{Nosemaltiosema LAVNMVPF PR 10]AAN3S 161 1 {beta-tubulin 9814
1 7-09-14-08 2865 2866 2 out | 13897/ 0778 8 42] 41 o[VDVIVOV1 NVLIECKANEEK 12]YP_145791 1 |pobypioten 951
7-09-14- 0135012 0ut | 1268 6] 168) 041 34! 570 ofive 1{DKMQIYVEDK 10[NP_149676 1[213R 098
7.09-14. 282528 20ut | 1344 71 0403] 04] 21] 433 oive 1]IENENNLEEIK NP 149776 1]313L
3 7-09-14. 1325 out | 2295 4| 1094| 0 & 208 74 (#Nosama 1{YVTIKPLOHTSKHIVATLR 20| ABE 26650 1 [pot potyprotein 0980
22[2007-09-14-08 2735 2735 3 out | 1755 8] 047| 041] 204] 9 0[VDVIVOV1 2|RSSLECQYIEPSTSR YP_135791 1| polyproten 0 9996
10 7.09-14.08 3216 3216 2 out | 1377 7 9] 046] 199 1.099}1IV6 1]MENNSVGRTOMK NP_149530 1{067R 2
EF—- 7-09-14-08 2585 2585 2 out | 1205 6, 5] 0 36] 187 22 0{DWVIDWVIDWVIKakugo[VDV 11§ 40|DDPFDKELAR 10[ABB36639 1 jpotyproten 8
13]2007-09-14-08 24 466 2 out | 1556 7 71 0 183 gjBacv 1]KYSFDDWF SF SK 12[NP_620564 1 |nonstructural polyprotein 1
7.09-14-08 35 520 2 out | 119 >41] 052] 176 0 6931IV6 1[MLIQLELK 10[NP_149702 1]239R 368
2 7-09-14-08 3407 3407 3 out | 1785 68] 044 1] 284 O{Nosema 1]ADGMKIEEFNKQTM™K 16|ABV48897 1 |hypothetical spore wall proten 41
2 7-09-14-08 3129 3129 3 out | 1971 1 4 69 QjI_NS MUILVLAFLHLQKFLLR NP_149845 1]382R 3951
1 7-09-14-08 3364 3364 2 out | 1401 8] 0 8; 4 68 opive ELNLLTLNTENK NP_149803 1]30R 9972,
1 7-09-14-08 2927 2927 3 0wt | 1687 034] 044 165 1T OIKBV|KBV|KBVIKBVIKBVIKBY | 6]IVONSDSDKLKEALK ABN49472 1 |VP4 protern 1]
36[2007.03:14.08 6286 6286 3 owa | 7296 2{ 1733 0 4] 165] 9] 1603)iv 1[FAMFKPHVVLTPLEYFNSR 19/NP_149788 1]325L 09978
21]2007-09-14-08 3849 3849 3 out 1746] 0 306] 041] 161] 347 iV 1{ELLKWLLLQEFWK 13|NP_149487 110241 0 9953
2]2007-09-14-08 2909 2909 3 out [ 216521 1132] 04| 161] 172 Vi 1[YNPPIRYNPKHPLSPPFK 18]NP_149628 1[165R 0 998
34|12007-09-14-08 2373 2373 3 out | 2286 3] 1378 038] 161 337 ofinvi 1[MVIQFKPKELILCIDGVAPR 21[NP_149475 10120 0 996¢
7/2007-09-14-08 3033 3033 2 ot | 1209 6] 1752 047] 159[ 1 0 693{IV! 1[VFVNIGCSTNR 1[NP_149626 1[163L
17]2007-09-14-08 6582 6582 J out | 17019 0231] 048] 159 3 258|Nosema 1|AETEEPSKNLLITEK ABE26651 1_Ipol polyprotein 0992
19[2007-09-14-08 3124 3124 3 oust | 1728 054] 04 1 20 olive 1|DLOKEVDDLAKEVVK NP 149504 1]041L 0994
5]2007-09-14-08 1131 11313 out | 1849] 0.629] 044] 1 364 0[Nosema 1[SARTIAKFVLEEICR 16|ABE26648 1_|pol polyproten 0972
4]2007-09-14-08 3702 3702 J out | 1843 9] 1 1 799 ojive 1{LLOYYKNDEDOIVTK 15NP_149824 1]361L 99j
0]2007-09-14-08 3794 3794 3 out | 17389} 0 154 9 0|Nosema 1| YNFKDDIFTGLIHR 14]ABE27264 1 [unknown 9957
18]2007-09-14-08 6619 6619 3 out 1713} 1638] 0 153] 99 1946]ive 1{LVPINADLINF AADVK 16]NP_149697 1]234R 9693
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Test 18
SrNo [File Name (M+H) "M *Cn_|XCorr|Sp [RSp |Reference No |Peptide AA [ID# Protein PP
512008-08-13-04 1289 1289 2 out | 1156 7] 0484 062] 3 58[792 0{KBVIKBVIKBV|KBY 6[IGPISEVASGVK 12|{ABN49472 1 (VP4 protein 1
2§2008-08-13-04 1679 1679 2 out | 1614 9{ 14 035] 282|617 0]iive 1] TILTTKVANINIEK 14{NP_149513 1]050L 0 9945
6/2008-08-13-04 1711 1711 3 out | 1795 9] 0 392] 034] 2 3¢_.*375 0{Nosema 1{MIKMLMSTDSIEKR 15|ABE27271 1 |unknown 0 962!
008-08-13-04 1261 1261 2 out | 1389 7| 0492} 065 2 27| 645 0jVDV1VDV1 2|NVLIECKANEEK 12]YP_145791 1 |polyprotein 0987
14/2008-08-13-04 1067 1067 2 out | 1665 8] 1735) 0 38 2 22| 293 0/Nosema 1[TQSDAGTTTIKVQEDK 15|ABE26649 1 |pol polyprotein 09985
7]2008-08-13-04 1708 1708 2 out [ 1205 7| 1393f 0 35 2 12[31 olive 1[VDVSTQTKTVK 11{NP_143655 1[192R 09832
13{2008-08-13-04 1521 1522 2 out | 1630 8] 1543] 043] 208]44 [ 1{QENMLIESHNM'LR 14]NP 149463 1]468L 0 9622
612008-08-13-04 1204 1204 2 out | 1184 7] 0 1191 043} 207]331 0{lIvi 1[IKDIDALQR 10INP_149695 1[232R 0 9892
10]2008-08-13-04 958 958 2 out 1344 7] 0291} 037] 206/429 olive IENENNLEEIK 11{NP_149776 1]313L 0 9884
3]2008-08-13-04 1434 1494 2 out | 1151 6[ 1 656] 053] 205[224 0/N INosema 2|LSQEFGKKSK 10JAAC47419 1 lalpha-tubulin 09877
912008-08-13-04 1456 1456 2 out | 1268 6] 1 3661 0 32] 198[412 0lIvVe DKMQIYVEDK 10|NP_149676 1[213R 09743
1]2008-08-13-04 1143 1144 1out | 700 5 0 566 0 17} 189]415 0{Nosema 1]VXDIIK 6{ABM26377 1 IRNA polymerase |l largest subunit 1
17{2008-08-13-04 1571 1571 3 out [ 2335 2] 0858 058 175[374 0jive 1[PSIVAEM*PDIKPNQVM"VHLGK | 23]NP_149864 1[401R 09892
8]2008-08-13-04 1703 1703 2 out | 1256 6] 0494} 045] 165[282]| 0 693(Nosema 1{EFLNDKSEM K 11jABE27267 1_|unknown 0 9955
15{2008-08-13-04 1744 1744 3out | 1700 91 1461) 052] 16| 71} 2 197{IV6 1]CNQIVIDFFVWEFK 14[NP_149776 1]313L 0 99,
2{2008-08-13-04 2070 2070 2 out | 1122 5] 1899{ 052 155} 178} 0 693}iIV6 1|SLMGNCPSSVK 11]NP_149555 1]092R 098,
4/2008-08-13-04 817 817 2 out 1153 5| 0738] 049] 152|320 0{IV6 1]TM*TGLEDASGR 12{NP_149548 1]085L 0989
Test 18
SrNo_ |File Name {(M+H} |*M *Cn [XCorr|Sp |[RSp |Reference No |Peptide AATID* Protein PP
6[2008-08-13-05 1288 1288 2 out | 1156 7| 0.394] 0.74| 3 38)602 0]KBVIKBVIKBVIKBY _6]IGPISEVASGVK 12|ABN49472 1 |VP4 protein 1
17|2008-08-13-05.1682 1683 2 out | 1614 9] 0581} 0.21| 262|687 ojive 1|TILTTKVANINIEK 14]NP_149513 1]050L 09915
12]2008-08-13-05.1257.1257 2 out | 1389.7| 1 502] 0.71] 229|639 0[VDV1|VDV1 2[NVLIECKANEEK 12]YP_145791 1 |polyprotein 1
11[2008-08-13-05 1564 1564 2.out | 1377 7| 0.617) 0 37] 2.23[ 97] 2 197]uvé 1INENNSVGRTAMK 12]NP_149530 1]067R 0992
10/2008-08-13-05 932 932 2 out 1344 7| 1578] 0.27] 219355 oluve 1]IENENNLEEIK 11|NP_149776 1]313L 09888
9)2008-08-13-05.1439 1439 2 out | 1258 7| 0495] 029( 2 13[329 0[Nosema 1]IEDLNFLIGPK 11jAAT12293 1 |DNA reparr helicase RAD25{ 0 9595
18/2008-08-13-05.1619 1619 2 out | 1630.8] 1133] 03] 207]429 ofive 1]QENMLIESHNM'LR 14]NP_149463 1)468L 09713
2412008-08-13-05 1168 1168 3 out 1849( 1.916] 047| 198)268 olive 1]LDSKRTGLIMDFNNPK 16|NP_149642 1|179R 09878
19]2008-08-13-05.1664 1664 2 out | 1633 9] 023] 0.35] 197|391 ofive 1|M°DKIEELKIEELK 14|NP_149512 1)049L 0.9579
4/2008-08-13-05 1286 1286 2 out | 1149 6] 1 603 032 1.94]233 0|Nosema 1]LENIPHPTTK 10{ABE26650 1_[pot polyprotein 09643
8/2008-08-13-05 1966 1966 2.out | 1206 6] 0.163{ 0 35| 192515 0]Nosema 1|LSTPGYGELNR 11JAAN35161 1 [beta-tubulin 09955
16{2008-08-13-05.917 917 2 out 1556 7| 0.553] 0.37] 185|137 0[BACvV 1|KYSFDDWFSF SK 12|NP_620564 1 |nonstructural polyprotein 09553
26(2008-08-13-05.1026 1026 3.out | 2249.2| 0672] 0 53| 184|182 oJIve 1]HVHTIHHYLVRNYRYIK 17{NP_1439537 1]074R 09857
21/2008-08-13-05 951 951 3 out 1758 9| 0374 04| 182]135 O|Nosema 1|RIDEMGADIEKQLIK 15]ABE27267 1 |unknown 09776
2[2008-08-13-05.1480 1480 2 out | 1130.7| 0854] 043| 173]136] 0 693|KBV|KBVIKBV 3|KVLDAGLAICK 11{NP_851403 1 [non-structural polyprotein | 0.9955
22[2008-08-13-05 1516 1516 3 out | 1805 9] 0.991] 043 169] 75| 1 099{Kakugo 1|VEIGQEASECIFKKPK 16]YP_015696 1 |polyprotein 09701
25[2008-08-13-05.1380 1382 3.0ut | 2075 1| 0.721] 048] 163]| 70} 0693|Nosema 1|DKPITVGHWLIVVPEESR | 18|ABE27273 1 |unknown 0 9665
1512008-08-13-05 1440 1440 2 out | 1554 7| 0881] 041] 157|303 ojpwv 1[SSVECQYAEPQASR 14]ABM64829 1 |polyprotein 1
5]2008-08-13-05 814 814 2 out 1153 5| 0.367] 047] 151]210 0jIve 1|TM*TGLEDASGR 12[NP_149548 1[085L 0981
Test 19
Sr.No |File Name {(M+H) "M *Cn_|XCorr S RSp |Reference No]nghde AA |iD# {Protein PP
412007-09-14-09.3599.3599.2 out | 1143 778/ 067] 306]1048 0|NosemajNosema 2]LAVNMVPFPR 10JAAN35161 1 beta-tubulin 1
9(2007-09-14-09 4036 4036 2 out | 1614 607| 042 8. 342 0]ive 1|TILTTKVANINIEK 14|NP_149513 1 050L 9577
24)2007-09-14-09 3677 3677 J.out | 1785 434] 058] 282 339 0|Nosema 1|ADGMKIEEFNKQTM'K 16|ABV48897 1 hypothetical spore wall protein 838)
512007-09-14-09 2168 2168 2 out | 11716| 0641] 072] 279] 755 0[Nosema 1{HKGVMVGMGQK 11]AAB86863 1 actin 3601
3]2007-09-14-09.3141.3141 2 out | 1130 6] 0.375| 046] 253| 454 0|Nosema|Nosema|Naol 14|FPGGLNADLR 10{AAZ23552 1 beta-tubulin 853
11]2007-09-14-09 3641 3641 3 out 1668] 1662] 031} 253] 847 0{Nosema 1]IKVIQEVQIDILEK 14{ABE27269 1 k 09964
6[2007-09-14-09 3474 3474 2 out | 1377 7[ 0 766] 047 2 47] 113] 1099[ive 1JNENNSVGRTQMK 12|NP_149530 1 067R 0979,
37]2007-09-14-09 3729.3729 J out | 2110.1] 0 641] 03] 226] 335 0[Nosema 1]ASLQLKELEMQHNNLVSR 18|AAT12296 1 chr segregation protein 0 9722
7[2007-09-14-09 3257 3257 2 out | 1401 7] 0 51 04] 222| 284 1IvV6 1|M’LSSCNLSKSTSK 14|NP_149862 1 399R 951
8/2007-09-14-09. 3618 3618 2 out | 14018 48] 04] 209] 49%. V6 1JELNLLTLNTENK 12[NP_149803 1 340R 5
21 7-09-14-09 892 892 3 out 1763 9] 0417) 035 1) 205] 0 693{IV6 1]NVLSM*WSQPSMRRR 5|NP_149730 1 327R 30.
44 7-09-14-09 2884 2884 J out | 2496 1] 0328] 04 1 131 N 1)SPOVFDTEAVYEKFKMCNNDK | 22/AB069725 1 unknown 4
16 7-09-14-09.1173 1173 Jout | 1724 9 0437] 0.8 34] 310 Nosema 1{FNLTDCVLHADAIHR 5[AAT72743 1 translatron elongation factor 2 71
2 7-09-14-09 4499 4499 3 out | 17499] 088; 045 3] 330{ 1099[IIV6 1{IFYLSKVNMLCQYK 4|NP_149711 1 248R 7
2007-09-14-09 3184 3184 3 out | 1965 1] 1.968| 044] 1891 214] 0693|IV6 1]EAPVKLCDALLPVVNNNR 18NP_149647 1 184R 1
2212007-03-14-09 1625 1625 3 out 1782} 0 591) 0 46| 186] 243] 0 693|IAPV]APV 2[TTANGIERIPVIGEIAK 17]YP_001040003 1 |structural polyproten 757
25(2007-09-14-09 3671 3671 3 out | 1790 9] 1121} 045; 182] 320] 0 693|Nosema SYELPDGQVIKIGSER 16]AABB6863 1 actin 857
27[2007-09-14-09 3830 3830 J out | 1799 9) 1563] 0 5 18] 201 V6 KVKTGNYGNYSYYDK 15|NP_149524 1 061R 09741
12}2007-09-14-09 3002 3002 3 out | 1680 9] 1078} 0531 177] 233 0jIve 1|PFVHVELPSSINWR 14INP_149500.1 037L 09691
1j2007-09-14-09 1013 1013 1 out | 817.4) 0072] 025( 174] 300 0[Nosema 1{NESNLLK 7jABE27273 1 unknown 1
1712007-09-14-09 1280 1280 Jout | 1733 9f 0539} 045 172| 293 01Ive 1{M°IIFLTVFQYSLSR 15|NP_143496 1 033L 09826
34/2007-09-14-09 2675 2675.3 out | 2001 1| 114] 042! 17| 223 0jIve 1{WKIGNYVVPLITDEIIK 17)NP_149500 1 037L 09827
30{2007-09-14-09 1682 1682 3 out 1849] 1953| 042 168] 230 0[Nosema 1}SARTIAKFVLEEIICR 16| ABE26648 1 pol polyprotein 09527,
38{2007-09-14-09 4988 4988.3 out [ 2267 2) 0581] 05 168] 235 0}IIve 1/F GHSNPPIRYNPPIRYNPK 19}NP_149628 1 165R 09977,
322007-09-14-09 2844 2844 3 out 28 1] 1712} 042 167] 82[ 2639]IV6 1]/[YNLALELLISILM"HR 17|NP_149884 1 421L 0 9688
18/2007-09-14-09 4310 4310 3 out 40 084] 039] 163] 290] 0 693[iIve 1{M"QIVAYLLCLM'ILK 16§NP_1498730 1 267R 09758
40/2007-09-14-09 3336 3336 3.out | 2286 2] 1822} 045 159] 474 0{Nosema 1]VGINSRRPTVLEGQAM®AEVSR | 22]AAZ23549 1 alpha-tubulin 09842
28[2007-09-14-09 3634 3634 Jout | 18252 1964] 04| 158] 186 0jIve 1]ILIQLELKILM*QK 16{NP_149702 1 239R 0984
13/2007-09-14-09. 4073 4073 J.out | 169391 0.781[ 038] 155| 427 0[IIvVe 1]IM"M*ICQVKKVDIK 16{NP_149575 1 112R 09837
3612007-09-14-09 3284 3284 3 out 2057] 1746] 047] 151] 140] 1 346{Nosema 1| EVSVSNDHIGTVNAALC SK 20]AATT72743 1 lation elongation factor 2 09928
39[2007-09-14-09 4787 4787 3.out | 2270 1] 0.261[ 048] 151] 74[ 1 792five 1] SKWLLMNPDDFKM®AIM*GLK 21|NP_ 148674 1 211L 09559]




Test 20

St No_ |File Name (M+H) [*M *Cn_|XCorr[Sp |RSp |Reference Nc [Peptide AA D& Proten PP
£0{2007-09-14-12 3862 3882 J out | 1938 9] 126] 06| 285 398 Nosema 1|KASGNLDOLDVMFLSGEK 18{ABY49795 1 [hypothetical spore wall protein 13 35,
22{2007-09-14-12 4715 47152 out | 1614 9] 0 647{ 0 34| 233 454 (3% 1[TILTTKVONINIEK 14]NP 149513 1]050L 354
34j2007-09-14-12 3 052 Jout § 1 1589] 054 177] 1 386|Nosema 1|VPYASPAFMIEKKNK 16]ABE26651 1 ! roten 1
20{2007-09-14-12 3862 3862 2 out | 154 1474 3 41 Nosema 1|EVKDPEVEVDQTR 13|ABY49795 1 [hypothetical spore wall piotein 13 981
6712007-09-14-12 3652 3652 3 out | 2636 4] 0 895] 0 51 25 Nosema 1[NTNRSVIFIKGELGMCSVINR 23|ABE27273 1 [unknown 1
48]2007-09-14-12 2940 2940 3 out | 1906 9| 2. 68] 2 37 Nosema 1{NKM°*VCEDCNNRQPVIK 7]|AAD 12605 1 [RNA potymerase Il largest subunit 814
1812007-09-14-1 522 out | 1498 8 34 43] 214] 44 v 1|EIFICYRE GIKK NP _149500 1]037L 891
19[2007-09-14-12 34 50 2 out 1501 761 032] 2 663 v T[ILYLLSTPKIVIK 13|NP_149557 1{094L 368!

2007-09-14-12 2 2779 20ut | 1190 61 0 6541 0 41| 206] 405 IV T[EFNNILQQGK 10|NP_149821 1]358L 36 1
6212007-09-14-12 4979 4979 3 out | 2306 1{ 1405] 0 62| 203] 207 % 1[SYIHTSNM VM F DHE GKIHK 21|NP_149508 10451 6
13}2007-09-14-12 3065 3 out | 1226 7{ 0 167] 0 4 789 Nosema 1{NAGKIAGLDVLR 12[BAF76326 1_|heat shock proten 70 595
33;2007-09-14-1 4 43 out | 1734 316/ 04 2 2 7 V6 1|DVPIGNDFDKATITTK 16|NP_149798 1]335L 9504]
54/2007-09-14-12 210§ )6 3 out 204 333 032] 197] 136 Nosge 1{MPFGLTNAPATFQCLM YK 19|ABE 26649 1 | pohyprotem 9548
1512007-09-14-12 50456 5046 2 out | 1230 071] 03] 1%4] 336 v 1]|DKNIAIDLNSK 11[NP_149883 11420R 0972
59]2007-09-14-12 2990 2990 3 out | 2194 1} 0 899 0 54| 192 108| 1 099{NV! TINKSHMYDILQSYLYYQK 17[NP_149507 1}044R 763
4[2007-09-14-122143 2143 2 out 1196; 0841] 0 45] 191] 438 Vi TIQTNPEKFKK 9[NP 149788 1 L 3656
6]2007-09-14-12 468146812 out | 11457] 0 2] 189] 294 [ TDLTLICKLAR 10|NP_149768 1}305L 792
23{2007-09-14-12 3047 3047 2 out | 16 1506 1 1" IV TJQENMLIESHNM°LR 14|NP 143453 1}468L 72
2007-09-14-12 2102 2102 2 out | 11 666 1 58] 0 693|Nosema TILNM*PDALLSK 11]AAB62548 1 [glutaminyitRHA synthetase 15
2007-09-14-12 4787 4787 2 out | 115 2561 0 34f 1 32, Nosema 1IRFACALVLAAR 11{AAL28056 1 |AF406785 5 unknown 17
10]2007-09-14-12 3307 3307 2 out | 12057/ 0 579] 0 46] 1 260 [ 1JVDVSTQTKTVK 11]NP_149655 1{192R 098
2007-09-14-12 4465 4465 2 out | 1136 6/ 102 3] 1 226 [h% TINLNVDRFMK 9|NP_149681 1{218R 0 986,
32|2007-09-14-12 2881 2881 3 out | 1732 9] 0 329] 048] 175 171 v 1|KCIGNNIVLLTEIM'R 16|NP_143493 10301 0999
14]2007-09-14-12 2776 2776 2 out | 12287/ 1471)04 72] 400 v TIKIPPIDDFKR 10{NP_149530 1]067R 0 9658
1]2007-09-14-12 2514 2514 1out | 700 5] 0081} 0 71| 428 A a T IVXDIIK ABM26977 1 |RNA polymerase Il Iargest subuni 1
28)2007-09-14-12 4926 4926 3 out 17041 1313} 0 35 9[ 255] 0 693(uve TINLPLYSVKTHKIYK 14|NP_149792 1[329R 9826
11]/2007-09-14-12 2504 2504 2 out | 1210 04[ 038 7] 306 Nosema TIM'NRTKEFLR 10]ABO69723 1 |unknown 9616
49[2007-09-14-12 4423 4423 Jout | 1934 9] 0 124] 043{ 167 5 V6 {FVSTLDEMEMFFNNK 16[NP_143485 1]022L 9583
1 7-09-14-12 2784 2784 2 out | 1432 8] 0 44 54) 1 124 Nosema |GAAENFLNSKIR 13|BAF76326 1 jheat shock protemn 70 9901
5112007-09-14-12 6182 6182 3 out 194 04f 1 322 v 1|FOMAYGELGYDPSKLVK 17[HP_ 149639 1]176R 9961
60 7-09-14-12 2450 2452 3 out 2195/ 0814] 037] 1 206] W4 1]FNFAGNNVE CDITYE SIMK 19|NP 149675 172121 0957
65/2007-09-14-12 3814 3814 Jout | 2542 3] 1095 04] 1 M7 Nosema MEGLFEFLRM'PFGLVNGPATFQR | 23|ABE26655 1 _lpol polyprotesn 0 9896
40{2007-09-14-12 4699 4699 3 out 1803} 0307] 0 41] 1 182] 1 386[Ive 1|MPRSWWIFEIGKPR 14[NP_149593 1]130R 0 996
46{2007-09-14-1 77 3977 Jout 184 003] 048f 1 190] 1 386|Wv6E 1]LELDVPPLTSGDF GNIR 17[NP_149772 14309t 09
7-09-14-12 2208 2208 2 owt | 11 0762] 04 291 [BGCVBACVIBQCVIBACY 4]YDQYDPFR 8|ABC95162 1 [structural polyprotesn 7
4]2007-09-14.12 4626 4626 I out 2| 04 7 133] 2079{8BQCV VM LGSFPLPTLNPTR 16]NP_620565 1 |structural polyprotein 8
6/2007-09-14-12 4349 4349 J out | 2 511 0 3 1224 0{Nosema 1{FNEQCGREM EVLMSMKK 18]ABV48900 1_{hypothetical spore wall proten 3817,
2007-09-14-12 2623 2623 2 out 1 95| 0 34] 0 693(KBVIKBYV 2{HFQTAE SM*SKFKR 14[NP_851403 1]non-structural potyprotein 74
2007-09-14-12 4782 4783 3 out 200 624/ 05 b4 30| 3 638{iIVE 1{SGYTARPLWNEWKICGK 17INP_149485 110221 9871
7.09.14-126210 6210 Jow | 1713 8] 127] 0 42| 153 0|Nosema 1|M"SGHGSPNTM KFM'LK 18]ABE 26654 1_|pol polyproten 42)
2007-09-14-1 292 2 out | 1714 8] 1401] 049] 153 54 DWVIDWVIDWVIDWV[KakugoVOV 1| 7{TDLMEM GSNPYIRR 16]NP_853560 2|ﬁp’oﬂmn 7
3 7-09-14-1 767 3 out | 1783 528] 044] 153] 301 MSCUT TINFM PGGGISKF GGEDVR 18/ABQ96192 1 |vesa 0987
$3{2007-09-14-12 3095 3095 Jout | 23352{ 0 662] 041] 15[ 339 3% 1|PSIVAEM PDIKPNQVM VHLGK | 23{NP_149864 1]401R 09696




Tast 21]

StNo_|File Name M+H} [®M__[*Cn [XCo[Sp [RSp |Refarance No [Paptide AAID* [Protam 3
46[2007-09-14-13 3484 3484 2 out [ 1790 9] 0 349} 0 56] 276] 552]  O[Nosema 1{SYELPDGOVIKIGSER 16]AAB6863 1 [actn
78]2007-09-14-13 5087 5087 2 out | 1614 9] 0 364] 047] 25 MLTTKVONINIEK T4]NP_149513 1[050L
13[2007-09-14-13 2541 25412 out 344 7] 1507, ﬁ‘ 2 IENENNLEEIK 11[NP_149776 1]313L
4[2007-09-14- 72 1572 2 out n 409 07{ 23 HKGVMVGMGQOK 11]AABB6863 1 [actin
12[2007-03-14-13 3401 3401 2 out 32 595) 04 2 VESSIQSTKIK 12[ABE27277 1 Iunknown
16|2007-09-14-13 3746 3746 2 out | 1498 8] 1361] 046 2 25] EIFICYREGIKK 2{HP_149500 1]037L
32{2007-09-14- 155 6155 Jout m 986] 0 2 ATLIFKTIKDYSFIK 4]NP_149716 1[253L
30 7-09-14-13 3548 3549 2 out | 170 7451 04 T[LCFNNMYSGNTTLDK SINP_ 149593 1]130R
84/2007-09-14-13 6690 6690 3 out | 2 356/ 039 1|VMNMATTF GHLIARVYEPPR 20[AALT9021 1_JAF469603_1 potyprotein
5]2007-09-14-13 2360 2360 2 out | 12¢ 423[ 035 1[NNSNKMATPVK 1[NP_066242 1 [caps«d protain
14 09-14-13 4788 4788 2 out | 1377 405] 04 X 1{NENNSVGRTOMK 12{NP 143530 1]067R
21]2007-09-14 13 6707 6707 3 out | 1665 8] 1923 045 [LNLYAFNSFGYNSR 14{ABO69T17 1
71]2007-09-14-13 6108 6108 3 out 203, 34 49 »4 FDYDRDISTOPIERYK 6]NP_149692 1]229L
19]2007-09-14-13 3248 3248 2 out | 1630 8| 1439] 038 QENMLIE SHNM'LR 4{NP_115463 14680
90[2007-09-14-13 5371 5371 3 out | 2655 142] 0 39 STRINYLPSSQSCAPFQSHADCDK| 24]NP_149800 1]337L
2007-09-14-13 3583 3583 2 out | 1268 6 0775 0 3 DKMGIYVEDK 0NP_149676 1[213R
2007 -09-14-13 3485 34 out | 1205 2 4 VOVSTQTKTVK 1]NP_149655 1]192R
2007-09-14-13 3496 3496 2 out | 1102 7 77] 0 4 [PLKSILYR ABO69724 1 [unknown
83]2007-09-14-13 54915491 Jout | 2299 2{ 0 875| 043] 1 VOVSSLKSCEENFIPNYDK 20]NP_149877 1[414L
65[2007-09-14-1 0 03out | 19959] 1414[05 88 YIENEEFKEEM'LFCR ABE27267 1 |unknown
72[2007-09-14-13 6674 6674 Jout | 2057 0 4] 188 1]IEVSVSNDHIGTVNAALCSK AAT72743 1 ] Q factor 2
80/2007.03-14-1 28 6328 3 out | 2197 2 36| 04] 188 RRLSEATAVLAEWALLEIR 9|AAL28056 1 |AF406785 § unknown
42]2007-09-14-13 4159 4159 2 out | 1769] 1t 1] 187 LPNIVPPSDGKKSTTSK ﬁNP 149824 11361
2007-09-14-13 3709 3709 2 out | 1285 7] 0484] 0 56] 186[ EAGKIEKIGNR T[NP _149612 11490
1512007-09-14-13 4270 4270 2 out | 1476 8] 0 7! 8] 1 EVSEENRLMLLK I[NP_149891 1]428L
10[2007-09-14-13 2570 2570 2 out | 12937] 1 1 T[KSIVEVSQYLK 1[NP_149500 1 [037C
40]2007-09-14-13 2759 2759 3 out | 1757 9] 0 463] 0 48] 1 1|WGAPEDTPLF RLDIK 15{NP_149576 1]113L
57)2007-09-14-13 3124 31 out | 1906 9{ 0 54i 48] 1 1]NKMVCEDCNNRQPVIK 7iAAD12605 1_[RNA polyrmerasa |l largest subunt
45]2007-09-14-13 2124 2124 2 out 17821 165/ 044 1 1{GLEISRNIAE LKLPTK 6]NP_066241 1}rephc asa potyproten
78]2007-09-14-1) 5839 5839 J out | 219 14 ) | 348 TBOCV}BQCV[BOCV JEVADGTAFLNARSIEDSDLL 20|NP_620565 1 |structural potyproten
1]2007-09-14-13 6259 6259 3 out | 171 TR 41179 323 Ve 1]QALLNTAGSSIM YL SK 7INP 149618 1 J155L
56)2007-09-14-13 2129 2129 3 out | 187 04 56] 17 97] 1 386{Nosema LIDLGYGRM'LDNDVGGR 8[AAL28057 1 [AF406785_6 caimodulin-dapendent protan kinasel 0 9897]
9]2007-09-14-13 2765 2765 3 out | 1755 8] 02 5| 176] 67 O[VOVI[VDV1 RSSLECQYIEPSTSR S1YP 145791 1 [potyprotem 934
7]2007-09-14-13 3862 3862 2 out | 1504 4 41] 17%] 22 o[Ive AYRK INP_149612 1]145L 96
0]2007-09-14-13 4260 4260 3 out | 1801 ] 1088 049] 17 LYNFNR 4[NP 119883 1[420R 95|
0]2007-09-14-13 6752 6752 3 out 191 444]| 0 4 7! GTGIEENGDKAKR 18{ABY49795 1_[hypothetical spora wall protain 13 9755
56[2007-09-14-13 6409 6409 3 out | 1999 1] 1334] 047] 17 EFELHLLSKSPNVSLTGK 18[NP_149664 1[201R 9993
7]2007-09-14-13 3489 3489 3 out | 254 801 0 5. 74 NKFHLTSF SSGCOLOKEVECLR 2{ABV48890 1 _[hypothetical spore wall proten 9826
6[2007-09-14-13 3639 3639 J out 586 798) 04f 172 GKYSWNGIYKDIDK 4| ABE 26653 olen 9502
38{2007-09-14-13 6820 6820 3 out | 174 9621 0 34] 172 1ISKGVM'CWLCDEIESK 6]ABE27267 1_|unknown
41]2007-09-14-1] 856 856 3 out 1763 9] ¢ 6_2# 4311 Ef 1INVLSM"WSQPSMRRR 15{NP_149790 1[327R
4412007091413 1777 1777 3out | 17789] 1785} 0 36| 171 1]PTKDONWLTM CVGRNK le_P 749717 1]254L
79]2007-09-14-13 2665 2665 3 out 219 56 171 1]FNF AGNNVECDITYE SIMK 19|NP_ 14967 212L
22|2007-09-14-13 4861 48613 out | 1671 216 041] 1 [YLENNASFLTVLIR 4[NP_149815 1]352R
7]2007-09-14-13 4810 4810 2 out | 123 3851 0 4 69 DKNIAIDLNSK 149883 1[420R
61]2007-09-14-13 1258 1258 J out 321 6| 69 TLNKHL QKHYYIONR 4 18R
86]2007-09-14-13 41214121 3 out | 2397 2 4] 04a] 169 1|SNSCYKVLHGMTLSMRSLIEK junknown
$8]2007-09- $227 5227 3 out 911 71039 8 1]EEWVRKIMFYGPLDK translation alongation faclor 2
63]2007-09- 14 226 3226 3out | 2027, 4] 0.58] 166 1|NVIDAISQIHTETEDTLK 122R
2007-09-14 152 31 out Bﬁ*_ 806] 036 4 1]PEMDRILNLAEGLLNK polyprotein
23]2007-09-14-13 3706 3706 J out 675} 1819/ 04 1|PFFANLLSVLNKPSK 045L
2007-03-14 663 2563 2 out | 132 0 2 1]|EDDESEKNDDK hypothetical spors wall protam
29[2007-09-14-13 5684 5684 3 out | 170 769] 04 7|ECLYLDDPKFRMR [polyprotan
24]2007-09-14-13 1514 1514 3 out | 167 47] 158 ]GNKNDLVYVVGFLNK | otam
48[2007-09-14- 14814 3out | 1796 4 7 MIKMLMSTDSIEKR unknown
8 14 out | 2267 7 14_ 58 F GHSNPPIRYNPPIRYNPK 165R
3 out | 173 96] 047 5| ESFGFNHYLMEKTK ltransiation elongation factor 2
2857 2857 3out | 2029 1] 139] 07| 165 [VSFUSVSSUCFASGDVGK 3051
24112411 Jout | 169 689 0 42| hd _098|Nosama ]LKKFNAMDCPGHK [transiation siongation factor 1 alpha
-14-13 6058 6058 3 out | 2166 1] 0.751] 0 44 4] 90| 1 386{Nosama 1[ISAEDNLLIFDEMVRGGMR {glutamyi-tRNA synthetasa
-14-13 1314 1314 Jout | 1829 362|047 2[ 1 386]KBVIKBVIKEVIKBV. 4|TDENTISFFDSGOPER vP3
-14-13 2861 2861 3 out 184 3571048 1] 228] 0fivi 1}£I_J_SKRTGLIMDFNNPK 7R
4-136770 6770 3 out 199 563 04 1] 171] 0 693]nVi 1] TOL PLWMGSLOKVYNDK |205R
36]2007-09-14-13 2581 2581 3 out | 1739 4771 038] 15] 138 i 1]LOMLF PPPHM TRKK J6R
Test 22
SrNo [File Name {(M+H) {*M *Cn_|XCorr|Sp {RSp [Reference No |Peptide AA | ID# Protein PP
10/2007-08-16-05 2883 2883 2 out | 1631.8) 1 446) 0.59] 3 14}737 0|NosemajNosema| 2]AVLIDLEPGTM'DSVR 16JAAN35161 1 |beta-tubulin 09545
11[2007-08-16-05 3023 3029 2 out | 1790 9] 1519/ 0 61| 3 1} 520 0|Nosema 1|SYELPOGQVIKIGSER 16|AAB86663 1 |actin 0995
5 7-08-16-05 2342 2342 3 out | 1324 71 0262| 041] 2 11{337 0|Nosema 1]FIQYLEDLKR 10JABE26650 1 _|po! polyprotein 09713
9/2007-08-16-05 766 766 3 out 161581 0308] 032] 2 1]425 0lIVe 1|VSGEGEHKLLDYIR 14]NP 149475 1]012L 0 9925
4]2007-08-16-05 2468 2468 2 out | 13027} 0768] 0 36| 2 08}515 o{Ive 1[MKDLRYHLVK 10fNP_143784 1]321R 09938
7{2007-08-16-05 676 676 2 out 1495.71 1.333]| 0.39] 2.03]539 olivi 1[FHNEKIVCSGSFQ 13INP_149713 1]250L 09982
3{2007-08-16-05 2457 2457 3 out | 1299 8{ 1841] 0 37] 193} 163] 1 039}IV 1]EDKLPLSEIKK 11]NP_149752 1)289L 09845
2{2007-08-16-05 2535 2535 2 out | 1184 7| 0 161] 043] 17543 Ol 1]IKDIDALQR 10]NP_143635 1]232R 09944
6]2007-08-16-05 2651 2651 2 out | 1485 9] 0.077] 047| 1.67|59 O{Nosema _1]ISRRLTFIPLNR 12]AAT12296 1 |chr gregation protein 0.9745
13]2007-08-16-05 2965 2965 3 out | 2238 2{ 1.752] 049] 161} 186 0{lve 1[ETGTILVYVNNLFSDPNTLK | 20[NP 149574 1]111R 09897

B-14



Test 22A
StNo  |File Name (M+H) [*M *Cn_[XCorr [Sp [RSp_|Reference No [Peptide AA [ID# Proten PP
76[2007-08-16-06 30413041 2 out | 17909] 0611{ 063] 3 511811 0[Nosema 1|SYELPDGQVIKIGSER 16|AABB6863 1 actin 95!
5412007-08-16-06 2366 2966 2 out | 1329 8] 1511 047] 27(645 Ve 1]VEKGLSISQIKK 12{NP_149608 1 145L 74
11§2007-08-16-06 782 782 2 out 8754] 0 179 0] 2441415 Nosema 1|EIEDEIK 7|ABE27271 1 1 57
47)2007-08-16-06 656 656 2 out 12927] 0429{ 043 231281 Ve 1)STDQTATISAK 12{NP 149523 1 060L 0993
0{2007-08-16-06 2774 2774 2 out | 1358 6] 1438] 017] 2 3{475] ABPY 1[LNDFLMDYAEK 11INP_066241 1 repiicase polyprotein 09839
1}2007-08-16-06 2883 2883 2 out | 1320 7] 0 649 0 27| 2 15}288 Ve 1]VOFNDTNLKMNK 11{NP_149852 1 389L 0 9867
2]2007-08-16-06 2801 2801 2 out | 1392 046) 022| 2131560 0fNosema 1| SLIM*KANMILDK 131ABV48894 1 hypothetic al spore wall proten 0 9948
2812007-08-16-06 1011 1011 2 out | 1066 6] 0253 0 18] 2 12{264 0]ive 1|KFIDM*LKR 9|NP_149701 1 238R 09813
66{2007-08-16-06 2903 2903 J out | 1451 7] 1701| 0 34] 2 12y462 0[Kakugo 1|PM*CPRSPMLLFK 14]YP_015696 1 polyprotein 1
412007-08-16-06 5§79 579 2 out 759 5| 0.248| 0 06 2 09; 27| 693|IV6 1|KNKEIK 6iNP_149864 1 401R 0 8937
712007-08-16-06 665 665 2 out 1108 5] 156 035 09]22 099[SV 1]VOM'DDSIER 10]AAL79021 1 AF 469603 1 polyproten 09911
69/2007-08-16-06 3246 3246 2 out | 1498 8] 0501 04| 208]50 693]IIV6 1|EIFICYREGIKK 12|NP_149500 1 037L 1
77]2007-08-16-06 2564 2564 2 out | 1826 9] 0 563 0 16] 207]32 0|Nosema 1]SNSCYKVLHGMTLSMR | 16]ABE27270 1 unknown 09732
43[2007-08-16-06 2834 2834 2 out | 1213.7| 1863} 019 20328 Ve 1]ELNLENIKK 10INP_149748 1 2851 0 9855
312007-08-16-06 554 554 2 out 3225|0065 02| 197]2521 1099|Ivée 1]NNNKDVTK 8INP_ 149921 1 458R 0 9826
7{2007-08-16-06 2655 2655 2 out | 1340 6] 0 679 0 24] 197|841 KBVIKBY 2|DMEEAYQLTK 11NP_851403 1 [non-structural potyproten 0 9629
912007-08-16-06 3128 3128 2 out | 1350 8] 0 581 0 15] 1 96] 503§ 0 693]IVE 1|FLETLLKPFDK 11|NP_149666 1 203L 0 9589
5]2007-08-16-06 2694 2634 2 out | 1450.7| 0. 568 0.21) 196]655 0]ive 1|M*"KQSKDLDLONK 13|NP_149879 1 416R 1
0]2007-08-16-06 2661 26612 out | 1596 8] 1524] 056] 19198 0|Nosema 1|EARFNEIKSEM*AR 14/BAC15534 1 elongation factor 1 alpha 09952
19/2007-08-16-06 2243 2243 2 out | 964 6] 1594 0 18] 1 89[384 0[IVE 1]FLSQTKK 8{NP_149867 1 4041 09878
2007-08-16-06 692 692 2 out 8155] 1317| 021] 187]223] 1 346[lIVi 1]KRSLSPK 7INP_149829 1 J66R 0 9686
73/2007-08-16-06 3222 3222 2 out | 1638 9 1 464| 032] 186] 99] 1792[IIV6 1|VAQLGAF VAQKTDYK 15|NP 149508 1 0451 09611
6]2007-08-16-06 565 565 2 out 787 5{ 1455/ 0 14) 184|436 0[Nosema 1|KAAEKIK 7|BAF76326 1 heat shock proten 70 09967
30[{2007-08-16-06 218121812 out | 1070 5§ 0 402} 0 17) 183]192 |laPVIAPY 2|VCLVHNDDR 9]YP_001040002 1 |polymerase polyprotein 0 9865
22|2007-08-16-06 691 631 2 out 10166] 0 519 0 18} 1 82]237] 0 693]UIV6 1| EAGLKVLMR 9INP_149716 1 253L 09699
46]2007-08-16-06 3659 3659 2 out | 1280 8] 1233 0 58f 18327 oluvé 1] YKLEILFNK 10|NP_149544 1 081L 09931
8/2007-08-16-06 2487 2487 2 out | 789 5] 0 366] 0 34) 178[455 0|Nosema 1] YPKIR 6|AAC47660 1 mitochondnai-type HSP70 0 9976,
71/2007-08-16-06 1313 1313 3 out | 1606 8] 1 142| 04; 177] 95] 1 386[IIVE 1] TCGTNGLPMTONEIK 15INP_149500 1 037L 09697
18)2007-08-16-06 591 591 2 out 960 5] 0063 0 18] 176|265 Nosema 1]ISDEDILR 8|ABM26980 1 RNA polymerase It largest subunit| 0 9893
48/2007-08-16-06 3164 3164 2 out | 1300 8] 0815 036 176] §3| 2079|Nosema 1|WKEGTAVLRLK 11]AAB62548 1 glutaminyl-tRNA synthetase 09758
68)2007-08-16-06 2682 2682 2 out | 1459 8] 0 422| 044} 174]469 0ftv 1|M*PHYVVVKSPMR 13{NP_149567 1 104L 09554
23]2007-08-16-06 2697 2697 2 out | 1030 6] 0 406] 033{ 173]233 0]tV 1JVLKVMVGER 9[NP_1439485 1 0221 09878
24{2007-08-16-06 511 511 2 out 103264 0713 0 13] 172]261 o[iv 1|EAGLKVLM‘R 10]NP_149716 1 2531 09637
72[2007-08-16-06 2163 2163 Jout | 16158] 1136] 04| 1721434 [ 1]VSGEGEHKLLDYIR 14[NP_149475 1 0121 09512
78[2007-08-16-06 2567 2567 2 out | 1913 9] 0 674] 0 32| 1 69] 102] 0 693[Nosema 1|AEPTRHHDRYAYIER 15]ABV48889 1 spore wall protein 09677
3|2007-08-16-06 613 613 2 out 7563 4] 0521/ 01 1 68]213[ 0 693[1IV6 1]QAFIFK 6|NP_149735 1 2721 0981
53[2007-08-16-06 2614 2614 2 out | 1327 7] 1768[ 026] 167|261 o[IAPVILAPY 2|KCVSKTYEEIK 11{YP_001040002 1 |polymerase potyprotein 0 9656
32]2007-08-16-06 1065 1065 2 out | 10725] 082[ 025] 166] 156] 1386]VDV1[VDV1 2|QM*DYMKLK 9|YP_1457911 polyprotein 0981
33[2007-08-16-06 2125 2125 2 out | 1088 6] 063( 0 26] 1 66] 223] 0 693|KBVIKBVIKBVIKBV 4|GCGEQIVNLR 10]YP_308663 1 VPJ 0 960
$8[2007-08-16-06 2995 2995 2 out | 1344 7] 1938[ 0 27| 165} 281 0|Nosema 1|GVSTVWGEIQDIK 13{ABE 27273 1 {unknown 0 9856
14[2007-08-16-06 2735 2735 2 out | 946 6] 0562] 047 164]35 0[Nosema 1|LGFLKRGR 8|AAT 12296 1 chromosome segregation protein | 0 9854
52]20 7-08-16-06 24192419 2 out | 1326 8 2| 16211 ABPVIABPVIABPVIKBV 9/PIEKVDQLKTR 11]ABQ16543 1 nonstructural protein 2
7]2007-08-16-06 1424 1424 2 out | 789 4] 0 294| 0 2 159} 3 I 1{NLADTKK 7{AAQ91615 1 group Il large subunit catalase 929
41]2007-08-16-06 885 885 2 out 1183 6] 0769] 0 2 1 1[FISPTDYNVK 10{ABQ69717 1 unknown B4
55[2007-08-16-06 3632 3632 2 out | 133287 0277/ 028) 1 153] 0 693|Nosema HVESSIQSTKIIK 12JABE 27277 1 unknown 0959
17]2007-08-16-06 1070 1070 2 out | 9594} 0726 0 26] 151]178 0]1ve 1|ETFFNSSK ﬂN’ 149483 1 020L 0 9895
Test 23
SrNo _|File Name (Met) "M ]*Cn_[XCon [Sp |RSp ]Reference Nolaeglde AA [ID# [Proten PP
11]2007-09-04- 15531552 0ut | 1604 9 8[ 028 296/687| 0]V 1| TILTTKVANINEK 4[NP_149513 1 050L i 732)
30]2007-09-04-20 3003 3003 3out | 27284 7[ 033] 224] 89( 1 099)iAPVIIAPY 2|STSENPKVGPISEVASGVKTTANGIER | 27|YP 001040003 1 |structural polyproten 949
19,2007-09-04-. 337 5337 3ot | 2316 34 11131 1 609]Nosema {|JEVEDVYPSEKLLDIVKAQLK 20|ABE26648 1 pol polyprotein 744
18{2007-09-04 520 5520 3 out 147 4 1 7] 15 386{Nosema 1MPIVOKHKISGIGYVYTGR 19|BAC15534 1 elongation factor 1 aipha 0 992
14]2007-09-04-20 5360 5360 3 out | 1797 3 5] 2 0444 V6 1JOGELLLNTLQPFDGPR 16[NP_149758 1 2950 099
12]2007-09-04-20 5678 5678 2 out | 1630 5 1 1]42 IV 1]QENMLIESHNM LR 14|NP_148463 1 4681 357
1]2007.09-04-20 2624 2624 1 ot | 700 1" 7 84 Nosema 1]VXDIK 6]ABM26977 1 RNA potymerase Il largest subunit 992.
2]2007-09-04-20 2483 24832 ot | 91 593 5] 196]799 IV 1JWLIVEPR 7INP_149675 1 2121 397
J07-09-04-20 2489 2489 2 out | 149 226] 05)] 1941127 0}IVE 1JALDCLRKLPSHLK 13[NP 149550 1 127 7
2007-0 29122912 0ut | 14957) 1 34 i 3|4 V6 1jFHNEKIVCSGSFQ 3|NP 149713 1 2500 0978
2007-09-04-20 5171 5171 3 out | 255 52 34 11156 1099|Nosema 1[M*FVLAVIVLFLITXKILNSM*AR 4[AAL26057 1 AF406785 6 caimoduln-dependent protein kinasd 0 9831
1 7-09-04-20 3476 3476 3 out | 242 14 5 36 | 22¢ Nosema 1]SIVM*NKYNFKDDIFTGLIHR 1|ABE27264 1 09977
8{2007-09-04-20 4644 4644 3 out | 2673 8911 037f 1 792[ive 1[TFKILNFVIFM*PF VFIFKF MK 2|NP_149511 1 048R 0976
712007-09-04 - 348 5348 3 out | 26714[ 0 178} 0391 177[127] 0 693[Nosema 1}TIQVARHPALLSE GVLYWSHHEK 3[AAT12295 1 phospholipase D 9897
17 7-09-04-. 340 5340 Jout | 21452 0897] 0 37] 174]24 693|KBVIKBVIKBVIKBY] 4] TNPQKYIKQWTLPSTVLK AATTE528 2 structural potyprotesn 9982
1512007-09-04- 44 2744 3 ot 9 4721 03[ 1 7. VDVI[VDV1 2{TLWADLQRVGSEISTSVK YP 1457911 polyproten 9768
23[2007-09-04-20 4718 4718 3 out | 2540 2] 1429 0 45) 162]152] 1792|IV6 1]VLPVNCLSSYEDDQANNPCFRR 22|NP 149676 1 213R 9789
3]2007-09-03-20 2451 2451 2 out 2050 1674 041] 16 O[Nosema 1[MSENTVK AATT2741 1 |deoxyundine § tnphosphate nucleatidehydrolas 1
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Test 24|

SrNo_|File Name (M+H) |*M  [*Cn [XCorr|Sp |RSp [Reference No [Peptide AALID# Protein PP
30]2007-09-14-15 3528 3528 2 out | 1790 9] 0 302/ 0 62| 3.38| 813 0|Nosema 1]|SYELPDGQVIKIGSER 16|AAB86863 1 actin 09904
17{2007-09-14-15 3678.3678.2 out | 1422 7] 1.779| 048] 3 0111124 0[Nosema 1{NKLLNYLACNEK 12]ABE26651 1 pol polyprotein 0988
41]2007-09-14-15 3593 3593 3 out | 2110.1] 1.755| 0 271 250 Nosema 1JASLQLKELEMQHNNLVSR 18]AAT12296 1 ch segregation protemn | 0 9756

4]2007-09-14-15 3476 3476 2 out 436 18] 053] 27| 852 HosemalNosema| 2|LAVNMVPFPR 10{AANI5161 1 beta-tubuln 09961
18/2007-09-14-15 4166 4166 2 out | 1426 7| 0 647] 05| 2 37| 390 e 1}SIDLIMYEVSEK 12]NP_149485 1 022 0 9868
2112007-09-14-15 3959 3959 2 out | 1614 255 03] 232] 328] 0693]IIVE HTILTTKVONINEK 14[NP 1495131 050L 757

2007-09-14-15 774 774 2 out 171 035 068] 231{ 388 0|Nosema 1jHKGVMVGMGQK 11]JAAB86863 1 actin 562

1012007-09-14-15 2705 27052 out | 1344 7] 069/ 039] 23] 462 0[Ive 1|IENENNLEEIK 11|NP_149776 KEES 1959
1212007-09-14-154433 44332 out [ 1377 7] 162] 048] 224] 185 ojiv 1INENNSVGRTOMK 12[NP_14953 067R 09597
2912007-09-14-15 43034303 3 out | 1783] 0 046{ 045] 211| 263 01V 1 TITLAKLIETKYGM'K 16[NP_14958 126R 0998

6{2007-09-14-15 3721 3721 2 out | 12137} 165} 0.29] 2 06} 307 [[Y 1|ELNLENIKK 10[NP_149748 1 285L 09964

912007-09-14-15 1177 1177 2 out | 12938/ 1908 05[ 1.95| 291 0[Ive 1INLFVRFKELK 10{NP_149851 1 388R 0997
11]2007-09-14-15 3668 36702 out | 1358 8/ 0889 04 192 0[Nosema 1|ALVDTGSTVNLIR 13]ABE 26655 1 pol polyprotein 0934
23]2007-09-14-15 2754 2755 J out | 1696 9{ 0691] 04| 19| 262 [ 1|KSTVDLYSISGSNVVK 16{NP_149642 1 179R 0 999¢
26]2007-09-14-15 3604 3604 Jout | 17468] 144] 043| 186] 27 oJinv 1EEEEVYDFANNFVR 14[NP_1497311 268L 0994

1}2007-09-14-15 687 687 1 out 7034 1.1] 014] 1.85] 197] 0.693|Iv 1] TIONIK 6{NP_149800 1 331 1
31]2007-09-14-15 3227 3227 Jout | 1826| 0 746) 042] 184| 335 0jDWV 1|PEMDRILNLAE GLLNK 16| ABB 36638 polyprotein 099
22]2007-09-14-15 2845 2845 3 out | 1659 8] 0466 048] 183 358 N 1|GEDDLTYKY SDIK 14| AAD12605 RNA polymerase Il largest subunit] 0 9933

2]2007-09-14-15 3562 3562 2 out | 1102.7 0.563| 049| 182] 559 Nosema 1JPLKSILYR 91AB069724 unknown 09953
2712007-09-14-15 2934 2934 2 out | 1755.8| 0.419] 045] 178] 37 VDV1[VDV1 2|RSSLECQYIEPSTSR 15]YP 1457911 potyprotein 09884

007-09-14-15 4306 4306 2 out | 12307] 1161] 042 172{ 21 Ve 1|OKNIAIDLNSK 11[NP_149883 1 420R 0 9568

1912007-09-14-15.3074 3074.2 out | 1485 9] 0 227] 0 42 169] 67. 0]Nosema 1[ISRRLTFIPLNR 12| AAT12296 1 ¢ segregation protein | 0 9965
33]2007-09-14-15 28934 2894 2 out 18491 0129/ 047 167 166 0fIve 1]LDSKRTGLIMDFNNPK 16{NP_ 149642 1 179R 0971
1412007-09-14-15 3006 3006 2 out | 1389 7] 1512 049] 163] 192 0]VDV {[VDV1 2{NVLIECKANEEK 12}YP_145791 1 polyprotein 09964
2512007-09-14-15 4360 4360 3 out 1728] 134] 039| 162} 527 0]Nosema|Nosema| 3INLKADLNAIWAVSKGK 16| ABM26981 1 RNA potymerase Il largest subunit] 0 9737|
20/2007-09-14-15 3596 3596 2. out | 1516 8] 0456] 048] 16| 160 0Jive 1)IHCLPFLLNYQR 12[NP_143487 1 024L 0985
28{2007-09-14-15 720 720 3 out 756 9] 1721[ 046} 18] 204] 0|Nosems 1INALRTACLHDCREVR 151AAT12295 1 phospholip 0 0999

3]2007-09-14-15 3684 3684 2 out | 1122 5{ 0602] 042 158] 217 0693[IV6 1[SLMGNCPSSVK 11jNP_149555 1 092R 0 9829

Test 25

St No_ [File Name (M+H) [*M  |*Cn [XCorr[Sp [RSp [Reference No [Peptide AA[ID# Protein PP |
29]2007-09-14-16 3605 3605 2 out | 1790 9] 0303 0 63{ 33| 727 0|Nosema 1|SYELPDGQVIKIGSER 16|AABB6863 1 |actin 09978

9]2007-09-14-16 2693 2693 2 out | 1344 7| 1543] 0.36] 2 39] 411 0[Iv 1]IENENNLEEIK 11]NP 149776 1313L 09621
13]2007-09-14-16 3834 3834 2 out | 1614 9) 0131 0 36] 630 ()Y 1[TILTTKVONINIEK 14|NP 149513 1]050L 0963
14]2007-09-14-16 3593 3593 3 out 1668] 0251] 0 52| 233] 779 0|Nosema 1{IKVIQEVQIDILEK 14[ABE27269 1 |unk 09901
26[2007-09-14-16 2374 2374 Jout | 1783 8] 0513/ 0 61] 22[1234 0{Nosema 1]RIDWSENLQM*NF SK 15| ABE 26653 1 polyprotein 1
32]2007-09-14-16.3281.3281 3 out | 1829.9] 156{ 0 33| 2 15| 384 0lIve DIPDFTIRSEYKSMK 15|NP_149530 1{067R 0

6{2007-09-14-16.3540.3540 2 out | 11436] 0761 05| 2 13| 921 O{NosemalNosema | 2[LAVNMVPFPR 10JAAN35161 1 [beta-tubulin 7
23[2007-09-14-16 2885 2885 3 out | 1755 075{054] 213] 802 0|VDV1[VDV1 2|RSSLECQYIEPSTSR 15]YP_145791 1 {polyprotein 8

8]2007-09-14-16 624 624 2 out 1182 5] 1667] 0 32| 2 12| 101] 1792[IV6 1JEMEQYNIQK 9|NP_149809 1]|346R 0995
19]2007-09-14-16 3398 3398.2 out | 16919] 1872 04] 209 245 0]Nosema 1|ENIKWYTINGPKTK 14|AB069724 1 {unknown 09831
24[2007-09-14-16 27802780 3 out 1 1764 9] 1492 0 39| 203| 191] 0 693|Nosema 1[EAKTKVIAGENCGVAFK 17|BAC15534 1 [elongation factor 1 aipha 09996

007-09-14-16 2214 2214 1out | 7154/ 0277] 0 16 2| 319 0]Ive 1NIIDK 6{NP_149495 1[032R 1

12/2007-09-14-16 3659 3659 2 out | 1608 9| 1662 0 44| 196| 382 0lIve 1]JVDEVLHKVDVVQTK 14]NP_149701 1]238R 09758
15]2007-09-14-16 3840 3840 Jout | 1676 7] 12171 0.36] 194 297] 0.693[IV6 1|EEYCLHNPNSPDCR 14|NP_149800 1]337L 09829
21]2007-09-14-16 5146 5146 3 out 1734 1.552] 0.4 92 N 3 1|TKPIONQLCF SITK 15{NP_149540 11077L 02
46]2007-09-14-16 3616 3616 3 out | 2425 2| 0 143| 0 3 88| 32 e 1|HVLDVAM'LASSEGVSVYFNDKK | 23]NP_149508 1]045L 9672
11§2007-09-14-16 3102 3102 2 out | 1485 9} 0 325| 0 4 3 3¢ Nosema 1]ISRRLTFIPLNR 12]AAT12296 1 |chromosome segregation protein) 85
39[2007-09-14-16 2410 2410.3 out | 1987.1] 1004} 0 43| 1. DWVIDWV 2|EXSPISVSNRFAPLESLK 18[NP_853560 2 |polyprotem 09914

3]2007-09-14-16 3446 3446 2 out | 110 0.026f 043] 1. 2 V6 1[M*AMLRLNTK 11]NP_149463 1]468L 09979
18[2007-09-14-16 4989 4989 3 out | 168 1439} 051] 168] 273 0jIve 1|FLEEASSSFNIDVCK 15|NP_149564 1]101L 099%4

4]2007-09-14-16 3388 3388 2 out | 1122 068] 041( 165{ 249 0{IIVe 1|SLMGNCPSSVK 11]NP_149555 1]|092R 09747
42[2007-09-14-16 5828 5828 3 out | 20759| 0208 04 165] 670 0|Nosema FNEQCGREM*EVIMSMKK 18]ABV48900 1 |hypothetical spore wall protein | 0 9997,

5]2007-09-14-16. 231523152 out | 11407( 0.321] 042] 164 7 0jIive RTLPHYILK NP_149639 1[176R 985

1j2007-09-14-16 3155 3155 3 out | 1799 9] 1036] 053] 164 1 [ SVANDODIQIPDLEKK 16|NP_149669 1)206R 848

512007-09-14-16 2605 2605 3 out | 1774 8] 0 891 0 41 0 693|Nosema 1|DEDKWETLM-TLYSK 15]ABE26648 1 |pol polyprotein 997
34/12007-09-14-16 3004 3004 3 out 1849 0517] 0 52 2 0{IIvVé 1{LDSKRTGLIMDFNNPK 16]|NP_149642 1]|179R 897
35]2007-09-14-16 4033 4033 3 out | 1859.9] 0 745 0 54 2% 0]Nosema 1[IDLRYSTWTWIVYR 14[AAT12295 1 |phospholipase D 984
28[2007-09-14-16 6539 6539 3 out [ 1788 8] 0419} 0 43] 156{ 148] 1609{Nosema 1|HGAGSAGERAKSTGEDMK 18]AAU11092 1 |unknown 1
38]2007-09-14-16 4040 4040 I out | 1950 9] 0237] 0 41{ 155 149 1099{VDVI[VDV1 2|CQHWYAPLTAIYVDDR 16]YP_145791 1|polyproten 09988

2007-09-14-16.2314 2314 1out | 7135 093[ 018{ 154 336 Ve 1JUNLLK 6[NP_149877 1[414L 1

17]2007-09-14-16 3221 3221 2 out | 1683 9] 0472 043] 154] 147 0{IIVe 1|QWKMELFLNLSFK 13|NP_149723 1]|260R 9938
16/2007-09-14-16 3810 3810 Jout | 1679 9] 1247} 043] 151] 160 1 099]|KBVIKBV 2|TGM*EAM"IKRIGDLGR 17]NP_851403 1|non-structural polyprotein 9994
47]2007-09-14-16 3184 3184 Jout [ 27514[ 0953] 05] 15[ 98 1099]Nosema 1|MEIGLIGIGNM*GRELALNINDKGYK] 27[AB069727 1 [unknown 9625
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Test 26
SrNo _|File Nam. M+H) [*M  [*Cn [XCom{Sp |RSp |Reference [No |Peptide AATID® Proten PP
11]2007-09-04-21 992 992 2 out 1117 6] 0 809] 0 56 57 0[SVISVISVISVISVISVISVISV 21{VNNLHE YTH, 9|NP_049374 1 polyproten 1
6512007-09-04-21 4863 4863 3 out | 2502 7531 0 45 74 ofive 1IDEVIVPKEIAQSE TFPDFVNK 22|NP 149639 1 176R 09751
61{2007-09-04-21 4492 44 out | 2310 M 39 253 0|Nosema 1{ TGELAVADLGCGRM SERHVHR 22]AAT12294 1 beta transducm repeat containing proten-hke | 0 9906,
38|2007-09-04-21 4600 46 out | 1614 91 1467} 0 29 8] 344 Ve 1 TLTTKVONINIEK 14|NP 1495131 050L 0991
6212007-09-04-21 3422 34 out | 2332 1 1_28_'__L21 9] 142] 1 386N 1]RCSFEETVEILLEASCFAER 201AAD 12605 1 RNA polymerase |l largest subund 4
23/2007-09-04-21 19111 out | 1260 7] 0 144} 0 33 4{523] 0 693]Ive 1EM*LLLPNESAK 12|NP_149674 1 211L 6|
5]2007-09-04-21 1894 1894 2 out | 1164 6{ 048] 049] 211151 Nosema 1{KESSELTNEK 10| ABV48896 1 Ihypothetical spore wall protein 19
9[2007-09-04-21 5480 54 out [ 214511 16631 034 21126 3 1]EEDTOKIDVLIDQNEDLK 18[NP_ 149611 148R 24
26[2007-09-04-21 2236 2236 2 out | 1344 7] 1 576] 0 31 814251 0 693[IV6 1IENENNLEEIK 11[NP_149776 N 547|
7]2007-09-04-21 3479 3479 3 out | 2669 3] 0 764] 0 57| 2 04| 95| 1 609 IAPV]APV 2[KSTAKF VE SOPNDIVDVTMONWK | 23| YP_001040002 1 |polymerase polyprotein 1
2007-09-04-21 5438 5439 3 out | 2144 1] 1602f 045 107} 1 386[SVISVISVISVISVISV|SVISV 17]TLIVAAAGLYM'AVGSIFGM YK 23|NP 049374 1 polyprotein 9583)
56{2007-09-04-21 5267 5267 3 out | 2628 11] 04] 199}1 3 1]HYVDPPLSNQDVGUISFVPCNDAK | 24|NP_149750 1 287R 9977
2007-09-04-21 2045 2045 2 out | 1232 i 35 23 KBVIKBVIKBVIKBVIKBV 5{QVSM " QIATPNK 12]|ABN49472 1 VP4 protein 0955
2007-09-04- 75 3575 2 out | 1474 77] 0 33] 196)281 IV 1 YM'KDVYANVIOK 13[NP_14950¢ 03N 17,
2007-09-04- 173017200t | 1626 5] 044 3, IV 1JLTKLVNSGNAIRLVK 15[NP_14363 T6R ¢
=) 2007-09.04-21 3185 3185 3 out | 1844 1232] 034 34 IV 1|KDGLIDFAGSLGLNPGK 17|NP_14969¢ 3R
4]2007-09-04-21 651651 20w | 87, [ 041] 194134 IV 1[KGKNIGGK NP_14985; 890 X
64]2007-09-04-21 3809 3809 3 ot | 247 95| 0 45] 19)23 Nosema 1] SSVIPEKFYSWGONLWDTLGR 21]ABE27270 1 unknown 6
35[2007-09-04-21 4959 4959 2 out | 14! 411] 036] 189 29¢ Nosema 1]VLONRHLGSIKLK 13[BAFT6326 1 heat shock protein 70 54
2007-09-04- 4 824 2 out 02] 024] 187]253] 1099Iv 1{KDTIVLK NP_ 1496 1551 B4 1
L 2007-09-04. D4 2304 2 ot 0454] 069] 186)766] IV 1|WLIVEPR T[NP _1496 212 343
40/2007-09-04-21 2888 28 out 073 34[361 IV 1]JOENMLIE SHNM'LR 14|NP_ 1494 468L 7
4412007-09-04-21 1413 14 out 4 10§ 341135 Nosema 1IHPECM*CPSNCEIHAR 16|AAB62548 1 lglutaminylARNA synthetase 7
7]2007-09-04-21 1656 1656 2 out 4] 1 2 321535 Nosema 1]FDDTNPSK AAB62549 1 glutamyi-{RNA synthetase )4
68]2007-09-04- 1 1 out | 2804 5] 0 451 7 1 03] 0 693]Ivé 1ELIALVOLHHLRFEMHQQRHLR NP 139726 1 263L 0986
47]2007-09-04-21 3359 3359 2 0out | 1767] 174] 039 18|101] 0 693[Nosema 1] ITKLMFMSLSKINLK ABE27273 1 junknown 897
0[2007-09-04-21 14/ 4 out | 14048] 058] 047} 179]21 Ve 1IMTICIDGIGAGK 4]NP_149606 1 143R 59
5412007-09-04-21 3280 3280 3 out | 1970 9] 0 144) 045) 178]37 Nosema 1JAEVRSM TETSMNQETIK ABE 26654 1 pol potyprotein 77
3]2007-09-04-21 2818 2818 3 out | 1955 2} 0 089] 0 42{ 176]19¢ Ivé 1IMILVLAFLH_QKFLLR 16[NP_14984: 382R 01
7]2007-09-04-21 2813 2813 2 out | 1366 7] 1438 0 174971 V6 1INLVLFDHHCR 11|NP_14981; 355R 1
2007-09-04-21 2 out | 959 6] 0 58 169{317 KBVIKBVIIAPVIAPY 4[EAALLAFPK NP_85140; non-structural potyproten 6
2007-09-04-21 4821 4821 3 out | 1536 8] 1 11 1.691244] 0 693]IIVi 1]SPKSM*TVQSIAFPK 15[NP_ 149829 366R B
2007-09-04- 84 3084 2 out | 1255 7] 159 168] 1941 0 6931V 1MOLFFLTKLK 10[NP_1495: 124L 1
3]2007-09-04-21 4845 4845 3 out | 2433 17 166/ 22. Vi 1|KTGSUTTRLLEWMGYSGEYK 21[NP 14 420R 98 36|
412007-09-04-. 14 46 2 out | 1154 42 1651161 1 609]InV: 1|QSQOPNVAALAR 11[NP_ 149 2R 1
52[2007-09-04-21 3498 3498 2 out | 1877 63 165 0 693NV 1]VGEDNOLLNAEDDSTDR 17|NP_14 il IR 0987
60{2007-09-04- 92728 3 out | 2192 529] 042| 16 1 Nose! 1]RSTROVVLIVLGDFLGYLR 19|BACT75455 1 tatve spore sudace proten 09634
14{2007-09-04- 54 3064 2 out | 1481 45 1622271 0 693[Nose 1|LALKANATKCHIAK 14| ABE 26648 1 pol potyprotein 09872
56]2007-09-04-21 24 out | 208 41] 16]155] 1.386[1IV6 1|NSCSVTLTYNDITIQRTK 18{NP_ 1495131 0500 0991
21]2007-09-04-21 2603 26 out | 1252 26] 069} 1 594 0[Nosema 1| YTKEWEAVVK 10[AAC4 1564 1 1soleucyl-tRNA synihetase 1
2007-09-04-21 849 849 2 out 1093 081 3% 1 198] 0 693|SVISVISV 3|LSTILTSCKK 10[AALT9021 1 AF46%603 1 poiyprotem 0993
2007-09-04-21 2162 2162 2 ot | 110 026/ 034] 156]294 0[BQCVIBOCVIBACVIBACY | 4]YDQYDPFR ABCY5162 1 structural polyproten 0969
4 7-09-04-21 1764 1764 3 ot | 174 1938[ 042 155{257 0finv 1]YDESEMLLOKIYSK 14[NP_ 149813 350L 09864
2007-09-04-21 2908 2908 3 out | 200 08 1551223 finv 1{FINLCVPCKS YFKVVK 17[NP_ 149891 428L 0968
2012007-09-04-21 2148 2148 J out | 124 Al 0 541304 [ (Y 1|GRTIGGVTLPGGR 13|NP_149676 213R 1
12{2007-09-04-21 4184 4184 2 out | 11225] 0 3¢ 53181 IV 1[SLMGNCPSSVK 11]NP_149555 092R 568 1
17]2007-09-04-21 1037 1037 2 out | 119, 25 531 105§ 0 693|Nosema 1]HHLAKCCPRK 10{ABV48892 1 __ {hypothetical spore wail protein 9888
28]2007-09-04-21 2878 2878 2 ot | 137 78 53117 APVIAPY 2[MASGVVYLRQVR 12]YP_001040002 1 [potymerase potyps 3933
2]2007-09-04-21 795 795 2 out 4 45] 044 151]356] 06931v6 1|KSQFSK NP_149824 1 361 9857
24[2007-09-04-21 1782 1782 3 out | 1293 7] 1 625] 038] 1511 06321|N6 1|EVAIDCOLFKK 11[NP_ 149485 1 0221 9586
41]2007-09-04-21 1242 1242 3 out | 1630 9] 1 053] 0 33| 15} 241 O|Nosema 1]QATDFLWAEPVSR 15]AAT12293 1 DNA repair helic ase RAD25 9646
Test 27
SrNo _[File Name (M+H} [*M *Cn_[xCorr|Sp |RSp [Reference No[f-"gﬁ»dc AA [ID# [Protein PP
37{2007-09-04-22 3108 31 out | 1790 9] 1684 1] 283)565 0fNos: 1|SYELPDGQVIKIGSER 16|AAB86863 1 {actin 86
1{2007-09-04-22 out | 70 04 3] 2311400 0|Nosema 1]VXDIK ABM26977 1 [RNA polymerase H largest subuntt 7
25]2007-09-04-22 out | 149 1594] 025 229270] Ivé 1{EIFICYREGIKK 12[NP_149500 10371 B4
40(2007-09-04-22 4370 4370 3 out | 265 0538 037] 195/207] 0 693[Nosema 1|M"RDEYEAFDNIYPVLTQYKK 22]AAF03091 1_[AF 144035 1 transcnption ndiation factor TFID 2
13/2007-09-04-22 2848 2848 2 out | 123! 1804 2| 191/280 V6 1[IFLDLLMDKK 10[NP_149745 1]282R 0989
17/2007.09-04-22 2343 2943 2 out | 13777 9 5] 189] 193] 0 693[IVe 1[NENNSVGRTOMK 12|NP_149530 1)067R 341
kX 7-09-04-22 3129 3130 2 out | 176, 7 8] 188}346 0[Nosema 1[RMFVLAVIVLFLITK 15JAAL28057 1 AF406785 6 calmodulin-dependent protein kinase 304
20(2007-09-04-22 2419 2419 2 out | 141 s 34| 186[187 1 1[EVUKNKELLSK 12|ABV48897 1 |hypothetical spore wall protein 36
7-09-04-22 21 ot | 71 86 0 25 1851404 v 1|LINLLK NP_149877 1[414L i
2950 29 out } 163 64 182)370 IV 1[QENMLIESHNM'LR 4|NP_149463 1]468L 759
20! out 16961 1 34. 4 18] 107| 1 099[IV 1jLDAIEILPTKPGEATK INP_143485 1]022L 719
22 311 17 2 out | 1234 8| 1 05! 79510 Vi 1[ILKTQFFKLP NP_149558 1[095L 3681
414 1414 3 out | 11 6 ¥ 751413 KBV|KBV|IAPVIAPY 4{CAMDTPYIDK NP_851403 1 |non-structural polyprotein 3631
-04-22 785 785 3 out 12. 09] 036] 175[200 0[Noserma 1|EVEILDVEER ABE27265 1 [unknown 2
-04-22 24312431 Jout | 16319] 0285 © 751 151] 0 693]Iv 1[SPNYLLINIPNFVK 14[NP_149475 1]012L 8
D4-22 4827 4827 3 out | 2353 3| 0652] 04 74} 322 IV 1|SSISSGPIPYPARGHPFKLTGAL | 23[NP_149880 14171 7
-04-22 2880 2880 2 out | 1068 7] 0 65[ 0 44 168[467] Y 1ILKIVEIIK NP_149635 1]1721 66|
)4-22 2206 2206 2 out § 1 3f 038 7/254] 0 693|BOCVIBACVIBACVIBACY | 4[YDQYDPFR ABCY5162 1 |structural polyproten H_S_J
}4-22 29102910 2 out | 1 11 044 71374 0live 1[SLMGNCPSEVK 11]HP_149555 1]092R 0978
-04-22 2691 2691 2 out | 14 54| 057 561 515 0|Nosema 1[ISRRLTFIPLNR 12]AAT12286 1 |chromosome segregation protein 0 9£1
. }4-22 3112 3112 3 out | 28 )9} 0 47, 56) 184 Vi 1|NEIGIM*EPFEHTPNLIKGETPPLIK] 26]MP_143676 1]213R 38
-04-22 2822 2822 3 out | 17! 4 9] 165]1 Vi 1]CORCVHCTTPRADYK 15]HP_149639 1]176R 05|
-04-22 2841 28412 out | 1368 73} 037] 16377 Y 1]INLVLFDHHCR 11]1iP_149818 1]355R 966
-04-22 3134 3134 2 0t | 17 4311 043] 1863 1.099]Ivi 1|NLLISEIENGCGYLNK 16[NP_ 149767 1]304R 61
)4-22 1593 1 out | 13 78] 0 65] 161131 IV 1IAELKQLNVLAK 12]NP 149635 2R 86
- M4-22 4430 44 out | 14 023] 05] 16223 IV 1MTIAAIVLAFLSLK 14|NP_149823 1]360R 365
-04-22 1360 1360 2 out €24] 037] 159}219] 1 099]Iv 1|KNITELR T]MP_149806 1]343L 9964
M-22 834 834 3 out 122 329] 04 Ok 0firv 1|SSFSGVIM'FCK 2]NP_ 149699 1]236L 0997
)4-22 1161 1161 3 out | 1 721] 049 TH114] 0]NosemajNosemajtiosemaiNi T|AMEDATVRLDGSVR 4[ABM269681 1 [RNA polymerase )i largest subund 09523
)4-22 3487 3487 3 out | 2686 4] 1823 046] 151[179] 0[ve 1[INHILSVVEGLSKSLSLYIEDNDK | 24[niP_149901 1[438L 0 9987
B-17




Tes1 28
StNo_|File Name M+H} [ [*Cn [XCorr[Sp R Reference No[Peptide

AA[ID# [Proten PP
30{2007-09-14-20 3632 3632 2 out | 1790 9] 0 324] 0 56] 3 14661 ) 1|SYELPDGQVIKIGSER 16|AAB86863 1 |actn B4
2007-09-14-20 3585 3565 2 out | 1143.6] 0 167] 0 6] 2 581632 NosemalNosema 2|LAVNMVPFPR 10[AAN35161 1 beta-tubulin 7
16/2007-09-14-20 3611 36112 out | 1377 7| 0 684] 0 38 3] 165 0 693V 1/NENNSVGRTQOMK 12[NP_149530 1 7R 7
62]2007-03-14-20 3176 3176 3 out | 2198 3] 0 1 43] 2 37] 262 v 1]KDQLIDFAQSLGLNPGKLLK | 20[NP_149695 1 23R
15[2007-09-14-20 2461.2461 2 out | 1344 7] 1 38] 2 2¢ 0.693fIv 1IENENNLEEIK 11|NP_149776 1 13L 708
46[2007-09-14-20 3377 33773 0ut | 2003 13 49 4 [ 1|LIMVTONNNNKYYEMK 16[NP_149564 1 01L 2
43]2007-09-14-20 3909 3909 3 out | 1952 1] 0 85| 051] 21 } 2 1|NISNLKK SFDVAIDFIK 17|ABE27266 1 lunkngwn
21]2007-09-14-20 4431 44313 out | 1686 8] 1 05] 211j241 IVElIVE 2|NTECFNATKLCNSGGK 6]NP_14877 3150
42[2007-09-14-20 4067 4067 3 out | 1349 1 71 0 38] 2 11{317 IV 1|GQSIYINGRLSKLQSER 7INP_1484 029R 85
19]2007-09-14-20 979979 3 out | 1659 9 11034 71616 IV 1]QCAAPYLITPDAKR NP_1496 1720 0
12(2007-09-14-20 6436432 0t | 1202 7] 1299] 034 295 IV 1KFPTLEINK NP_149688 1 225R 79
18[2007-09-14-20 4260 4260 2 out | 1426 7| 157} 059] 1961204 IV 1|SIDLIMYEVSEK 12]NP_ 149485 1 Fum 79
31]2007-09-14-20 319 319 3 out 1791] 09491 046 73} 0 693|Nosema 1|LKIDTTSLKNM°LEIR 16[ABE26651 1 pol polyprotein 54
39]2007-09-14-20 3317 3317 Jout | 1887 1] 1782{ 0 34 8 Ve 11_RIQLLL|GM'GVTSKITK 18]NP_149548 1 085L 22
1]2007-09-14-20 2864 2864 1out | 7005|1061 01 19]41 N a 1[VXDItK 6|ABM26977 1 RNA polymerase Il largest subund] 1
3|2007-09-14-20 3619 3619 2 out | 1122 B44] 042] 187j22 Ve 1|SLMGNCPSSVK 11|NP_149655 1 092R 962,
17[2007-09-14-20 3086 3086 2 out | 1389 441105 71298 VDVIVDV1 2|NVLIECKANEEK 12]YP_1457911 potyproten 38|
2007-09-14-20 3668 3668 2 out | 1102 316/ 0 4 86] 441 Nosema 1|PLKSILYR ABO69724 1 85
2007-09-14-20 932 0ut | 1135 85 34] 185216 e 1]GEENLTTEDK 10|NP_149839 1 376L 36
29/2007-09-14-20 3628 3628 3out | 17859] 075 0 37{ 184|228 0|Nosema 1{ADGMKIEEFNKQTM'K 16]ABV48897 1 hypothetical spore wail proten 34
11]2007-09-14-20 $912 out 11997/ 1976] 05( 177|231 0{Ive 1{KVNIQNKDIK 10]NP 149674 1 211L 1
4]2007-09-14-20 3902 3902 2 out | 1130 6] 1924] 04] 176[170 0{Nosema 1|EVIGIEDDLK 10[ABQ69725 1 unknown 2
9]2007-09-14-20 5332 out 1189 6] 0022) 0 46| 176 98] 2 197[uve 1]KGDKNTQVGOK 11|NP_149914 1 451L
412007-09-14-20 1321120ut | 1328 8] 1414] 04] 176]514 Nosema 1{DEIKILGNIVSK 12|ABE26653 1 pol polyproten
0{2007-09-14-20 3309 3309 2 out | 1154 807[ 041] 175]248] 0 693{IV6 1{EAM"EEIKSNK 11|NP_143485 1 0221 98
34[2007-03-14-20 3320 3320 3out | 1826] 0 367) 0.41] 17532 owv 1{PEMDRILNLAE GLLNK 16[ABB36638 1 potyprotein 81
712007-09-14-20 26712671 2 out 16¢ 12 7N 173]14 IV 1[LNISM*KESTK 11]NP_149681 1 218R 729!
44]2007-09-14-20 3334 3334 3 out | 19¢ 567] 0 36] 172/ 14 1% 1MILVLAFLHLQKFLLR 16[NP_149845 382R 3656
4912007-09-14-20 3950 3950 3 out | 20911 77{ 0.36] 168} 17¢ IV 1} TMISNE DF VKFNYNKIK 17|NP_149%04 441R 09
132007-09-14-20 3236 3236 2 out | 13037 78] 04 68/ 253) 0 693|KBVIKBVIKBVIKBV 41SKSTKPTSENPK 12|YP 308661 VP4 79
25]2007-03-14-20 3046 3046 3 out | 17199/ 0898/ 041 7]210] 0 693]ABPYV 1{NVTMQINSKKNNSNK 15[NP_066242 1 capad protein 95
47(2007-09-14-20 3059 3059 3 out | 2034 1] 1.768] 041 331 Nosema 1LYPGTEAGLVKQGETVCIR | 19[AAT12296 1 chromosome segregation protein 347
2[2007-09-14-20 3658 36! out 1734 1975] 04 8] 14 BQCV 1{VESSEVIHPNSLIEK 16|MP_620564 nonstructural potyprotein 387 |
22|2007-09-14-20 4084 4084 3 out | 1688 8] 0 653] 0 38 7]46 V6 1|FLEEASSSFNIDVCK 15INP_149564 101L kL]
2007-09-14-20 3158 3158 3 out | 1839 9] 1061] 0 56| 7[113] 0693]IvE 1]NRKFNTYGFVFTSCR 15[NP_149907 444R
2007-09-14-20 3088 3088 3 out 1814 0138] 0 44| 154[/161] 1 099]Nosema 1| TFCALAKVQIDFSRSK 16| ABE26655 1 pol polyproten 30
2007-09-14-20 4292 4292 2 out | 1184 269/ 0 5 341 oive PSDIPDTVRGK T1[NP_1499¢ 4381 M
38]2007-09-14-20 1072 1072 3 out | 1842 1404 2] 172 1 099 |OWVIDWVIDWVIKakugo[VDVIVOVY 6[WTSNDVVDDYATITSR 16|NP_853560 2 polypfotein 1
4512007-09-14-20 929 929 3 out 1958 9] 0277] 0 56] 15]238] 0 693)I1ve TODNAIANAE RVDAQDLK 18[NP 149548 085L 09999

Test ZSl_

St No  |[File Name (M+H} |*M *Cn_|XCor|Sp R Reference AA [ID# Protein PP
30/2008-08-01_01 1860 18612 out | 1614 9] 0 446] 0 28] 2 59662 0fnvi 14|NP_149513 1]050L 0 9965!
28]2008-08-01 01 1842 1842 2 out | 1384 03] 031] 247440 0]nvi 1|FVGADVVLLEPH 13|NP_149910 1]447L 0 9886
37]2008-08-01 012475 2475 3 out | 177 773[ 042] 215] 98] 1386]nv: 1[EDNFNTVGGSKIVVIGK 17|NP_149538 1]075L 09334

4]2008-08-01_01 1928 1928 2 out | 135 738[ 029 8] 3521 0 693UV 1M*VHILQVFLLK 12|NP_149648 1]185L 1
792008 -08 467 1467 2 out | 147 34 1] 2 04]297] ofirvi KNMDCHIYPLNK 12|NP 143928 1]465R 9781
2008-08-( 56.1166.2 out | 1157 6| 0 887] 0.27) 71 10991V LNDSPISOKR 10[NP_149891 1]428L 9628
2008-08-( 363 19632 out | 12686/ 0 307} 041] 196]4 oy DKMQIYVEDK 10|NP_149676 1]213R 9874
23] 2008-08-( 17 out | 1344 413] 036] 191]392] 0 693V IENENNLEE K 11[NP_149776 1]313L 9976
1/2008-08-( 27 1327 1out | T7005] 1122/ 022] 19}414 0[Nosema 1] VXDIK 6]ABM26977 1 |RNA polymerase Il latgest subund il
26]2008-08-01_01 1692 1692 2 out | 137 g{_ﬁ{ 41] 191152 1386|Nosema NNILSLLKESLK 12|AB0O697 14 1 |unknown 349
9[2008-08- 468 1468 2 out | 1309 8] 0 767] 0 34] 189306 ofuve IKHIKALDCLR 11[NP_149590 1]127L 956 |
341200808 411741 3out | 1699] 1822[ 0 38] 1.87[130] 1099[Nosema OGGKIVAIGSVEVLTK 17]AAS16360 1 | elongation factor 1 aipha 99
2008-08-C 540 1540 2 out | 1164 681] 039] 185]110] 1386[IV6 GGISLCM*GLGK 13INP_149635 1]172L 94
25[2008-08- 38 1638 2 out | 1366 569 34/ 341558 ojnve INLVLFDHHCR 11]NP_149818 1]355R
42|2008-08-01_01 1633 1633 Jout | 1826, 1 5] 1 84302 DWV PEMDRILNLAEGLLNK 16/ ABB36638 1 |poiyprotein 09529
2}2008-08-01 1 1020ut | 11027 7| 34| 181|354, Nosema PLKSILYR ABO69724 1 |unknown 1
27{2008-08-01 291729 2 0t | 1379 4 71 179467 I3 1| YICEISIKLGIK 12[NP_149689 1]226R 9932
46{2008-08-01 07120713 0ut [ 191 948 0 45| 179] 264 Nosema 1]|DELAGTGIEEIGDKAKR 18]ABY49795 Yp spore wall proten 13 9845/
36(2008-08-01 012440 2440 3 out | 1760 9} 0 715] 0 45| 177} 109{ 1 609|Nosema 1]VYLDOIMIYSKSWK 14| ABE 26<ns1:XMLFault xmlns:ns1="http://cxf.apache.org/bindings/xformat"><ns1:faultstring xmlns:ns1="http://cxf.apache.org/bindings/xformat">java.lang.OutOfMemoryError: Java heap space</ns1:faultstring></ns1:XMLFault>